Target 3056
Vanderwaltozyma_polyspora-NW_001834692.1-35162_36175 51
Kazachstania_barnettii-NW_024545244.1-35167_36179 51
Tetrapisispora_phaffii-NC_016522.1-35159_36166 54
Zygotorulaspora_mrakii-NC_050724.1-35165_36175 52
Kazachstania_naganishii-NC_035922.1-35143_36148 52
Tetrapisispora_blattae-NC_020185.1-35141_36148 54
Kazachstania_africana-NC_018941.1-35149_36146 58
[Candida]_glabrata-NC_006028.2-35146_36149 55
Naumovozyma_castellii-NC_016492.1-35137_36137 57
Naumovozyma_dairenensis-NC_016479.1-35133_36133 57
Zygosaccharomyces_rouxii-NC_012995.1-32093_33041 51
Torulaspora_globosa-NC_050729.1-35150_36143 55
Eremothecium_cymbalariae-NC_016452.1-35136_36122 61
Kluyveromyces_marxianus-NC_036029.1-32128_33102 61
Kluyveromyces_lactis-NC_006040.1-35148_36121 61
Lachancea_lanzarotensis-NW_019212881.1-35137_36120 57
Lachancea_thermotolerans-NC_013082.1-35134_36129 57
Eremothecium_gossypii-NC_005788.4-35070_35995 61
Wickerhamomyces_ciferrii-NW_011887462.1-34578_35557 58
Wickerhamomyces_anomalus-NW_017567110.1-35127_35977 59
Candida_tropicalis-NW_003020055.1-34200_35189 54
Suhomyces_tanzawaensis-NW_017963640.1-34201_35045 55
Lodderomyces_elongisporus-NW_001813683.1-32054_32555 49
Scheffersomyces_spartinae-NW_025065066.1-33471_34425 57
                                                       .........10........20........30........40........50.........

Target 3116
Vanderwaltozyma_polyspora-NW_001834692.1-35162_36175 111
Kazachstania_barnettii-NW_024545244.1-35167_36179 111
Tetrapisispora_phaffii-NC_016522.1-35159_36166 114
Zygotorulaspora_mrakii-NC_050724.1-35165_36175 112
Kazachstania_naganishii-NC_035922.1-35143_36148 112
Tetrapisispora_blattae-NC_020185.1-35141_36148 114
Kazachstania_africana-NC_018941.1-35149_36146 118
[Candida]_glabrata-NC_006028.2-35146_36149 115
Naumovozyma_castellii-NC_016492.1-35137_36137 117
Naumovozyma_dairenensis-NC_016479.1-35133_36133 117
Zygosaccharomyces_rouxii-NC_012995.1-32093_33041 111
Torulaspora_globosa-NC_050729.1-35150_36143 115
Eremothecium_cymbalariae-NC_016452.1-35136_36122 121
Kluyveromyces_marxianus-NC_036029.1-32128_33102 121
Kluyveromyces_lactis-NC_006040.1-35148_36121 121
Lachancea_lanzarotensis-NW_019212881.1-35137_36120 117
Lachancea_thermotolerans-NC_013082.1-35134_36129 117
Eremothecium_gossypii-NC_005788.4-35070_35995 121
Wickerhamomyces_ciferrii-NW_011887462.1-34578_35557 118
Wickerhamomyces_anomalus-NW_017567110.1-35127_35977 119
Candida_tropicalis-NW_003020055.1-34200_35189 114
Suhomyces_tanzawaensis-NW_017963640.1-34201_35045 115
Lodderomyces_elongisporus-NW_001813683.1-32054_32555 109
Scheffersomyces_spartinae-NW_025065066.1-33471_34425 117
                                                       .........70........80........90........100.......110........

Target 3176
Vanderwaltozyma_polyspora-NW_001834692.1-35162_36175 171
Kazachstania_barnettii-NW_024545244.1-35167_36179 171
Tetrapisispora_phaffii-NC_016522.1-35159_36166 174
Zygotorulaspora_mrakii-NC_050724.1-35165_36175 172
Kazachstania_naganishii-NC_035922.1-35143_36148 172
Tetrapisispora_blattae-NC_020185.1-35141_36148 174
Kazachstania_africana-NC_018941.1-35149_36146 178
[Candida]_glabrata-NC_006028.2-35146_36149 175
Naumovozyma_castellii-NC_016492.1-35137_36137 177
Naumovozyma_dairenensis-NC_016479.1-35133_36133 177
Zygosaccharomyces_rouxii-NC_012995.1-32093_33041 171
Torulaspora_globosa-NC_050729.1-35150_36143 175
Eremothecium_cymbalariae-NC_016452.1-35136_36122 181
Kluyveromyces_marxianus-NC_036029.1-32128_33102 181
Kluyveromyces_lactis-NC_006040.1-35148_36121 181
Lachancea_lanzarotensis-NW_019212881.1-35137_36120 177
Lachancea_thermotolerans-NC_013082.1-35134_36129 177
Eremothecium_gossypii-NC_005788.4-35070_35995 181
Wickerhamomyces_ciferrii-NW_011887462.1-34578_35557 178
Wickerhamomyces_anomalus-NW_017567110.1-35127_35977 179
Candida_tropicalis-NW_003020055.1-34200_35189 174
Suhomyces_tanzawaensis-NW_017963640.1-34201_35045 175
Lodderomyces_elongisporus-NW_001813683.1-32054_32555 169
Scheffersomyces_spartinae-NW_025065066.1-33471_34425 177
                                                       .........130.......140.......150.......160.......170........

Target 3232
Vanderwaltozyma_polyspora-NW_001834692.1-35162_36175 228
Kazachstania_barnettii-NW_024545244.1-35167_36179 228
Tetrapisispora_phaffii-NC_016522.1-35159_36166 234
Zygotorulaspora_mrakii-NC_050724.1-35165_36175 229
Kazachstania_naganishii-NC_035922.1-35143_36148 229
Tetrapisispora_blattae-NC_020185.1-35141_36148 231
Kazachstania_africana-NC_018941.1-35149_36146 235
[Candida]_glabrata-NC_006028.2-35146_36149 231
Naumovozyma_castellii-NC_016492.1-35137_36137 234
Naumovozyma_dairenensis-NC_016479.1-35133_36133 234
Zygosaccharomyces_rouxii-NC_012995.1-32093_33041 228
Torulaspora_globosa-NC_050729.1-35150_36143 232
Eremothecium_cymbalariae-NC_016452.1-35136_36122 238
Kluyveromyces_marxianus-NC_036029.1-32128_33102 236
Kluyveromyces_lactis-NC_006040.1-35148_36121 236
Lachancea_lanzarotensis-NW_019212881.1-35137_36120 234
Lachancea_thermotolerans-NC_013082.1-35134_36129 234
Eremothecium_gossypii-NC_005788.4-35070_35995 238
Wickerhamomyces_ciferrii-NW_011887462.1-34578_35557 238
Wickerhamomyces_anomalus-NW_017567110.1-35127_35977 239
Candida_tropicalis-NW_003020055.1-34200_35189 234
Suhomyces_tanzawaensis-NW_017963640.1-34201_35045 235
Lodderomyces_elongisporus-NW_001813683.1-32054_32555 229
Scheffersomyces_spartinae-NW_025065066.1-33471_34425 237
                                                       .........190.......200.......210.......220.......230........

Target 3287
Vanderwaltozyma_polyspora-NW_001834692.1-35162_36175 288
Kazachstania_barnettii-NW_024545244.1-35167_36179 288
Tetrapisispora_phaffii-NC_016522.1-35159_36166 294
Zygotorulaspora_mrakii-NC_050724.1-35165_36175 289
Kazachstania_naganishii-NC_035922.1-35143_36148 289
Tetrapisispora_blattae-NC_020185.1-35141_36148 291
Kazachstania_africana-NC_018941.1-35149_36146 289
[Candida]_glabrata-NC_006028.2-35146_36149 289
Naumovozyma_castellii-NC_016492.1-35137_36137 294
Naumovozyma_dairenensis-NC_016479.1-35133_36133 294
Zygosaccharomyces_rouxii-NC_012995.1-32093_33041 288
Torulaspora_globosa-NC_050729.1-35150_36143 286
Eremothecium_cymbalariae-NC_016452.1-35136_36122 292
Kluyveromyces_marxianus-NC_036029.1-32128_33102 286
Kluyveromyces_lactis-NC_006040.1-35148_36121 286
Lachancea_lanzarotensis-NW_019212881.1-35137_36120 291
Lachancea_thermotolerans-NC_013082.1-35134_36129 291
Eremothecium_gossypii-NC_005788.4-35070_35995 292
Wickerhamomyces_ciferrii-NW_011887462.1-34578_35557 292
Wickerhamomyces_anomalus-NW_017567110.1-35127_35977 293
Candida_tropicalis-NW_003020055.1-34200_35189 294
Suhomyces_tanzawaensis-NW_017963640.1-34201_35045 295
Lodderomyces_elongisporus-NW_001813683.1-32054_32555 289
Scheffersomyces_spartinae-NW_025065066.1-33471_34425 297
                                                       .........250.......260.......270.......280.......290........

Target 3347
Vanderwaltozyma_polyspora-NW_001834692.1-35162_36175 348
Kazachstania_barnettii-NW_024545244.1-35167_36179 348
Tetrapisispora_phaffii-NC_016522.1-35159_36166 354
Zygotorulaspora_mrakii-NC_050724.1-35165_36175 349
Kazachstania_naganishii-NC_035922.1-35143_36148 349
Tetrapisispora_blattae-NC_020185.1-35141_36148 351
Kazachstania_africana-NC_018941.1-35149_36146 349
[Candida]_glabrata-NC_006028.2-35146_36149 349
Naumovozyma_castellii-NC_016492.1-35137_36137 354
Naumovozyma_dairenensis-NC_016479.1-35133_36133 354
Zygosaccharomyces_rouxii-NC_012995.1-32093_33041 348
Torulaspora_globosa-NC_050729.1-35150_36143 346
Eremothecium_cymbalariae-NC_016452.1-35136_36122 352
Kluyveromyces_marxianus-NC_036029.1-32128_33102 346
Kluyveromyces_lactis-NC_006040.1-35148_36121 346
Lachancea_lanzarotensis-NW_019212881.1-35137_36120 351
Lachancea_thermotolerans-NC_013082.1-35134_36129 351
Eremothecium_gossypii-NC_005788.4-35070_35995 352
Wickerhamomyces_ciferrii-NW_011887462.1-34578_35557 352
Wickerhamomyces_anomalus-NW_017567110.1-35127_35977 353
Candida_tropicalis-NW_003020055.1-34200_35189 354
Suhomyces_tanzawaensis-NW_017963640.1-34201_35045 355
Lodderomyces_elongisporus-NW_001813683.1-32054_32555 349
Scheffersomyces_spartinae-NW_025065066.1-33471_34425 357
                                                       .........310.......320.......330.......340.......350........

Target 3398
Vanderwaltozyma_polyspora-NW_001834692.1-35162_36175 408
Kazachstania_barnettii-NW_024545244.1-35167_36179 408
Tetrapisispora_phaffii-NC_016522.1-35159_36166 405
Zygotorulaspora_mrakii-NC_050724.1-35165_36175 406
Kazachstania_naganishii-NC_035922.1-35143_36148 406
Tetrapisispora_blattae-NC_020185.1-35141_36148 405
Kazachstania_africana-NC_018941.1-35149_36146 400
[Candida]_glabrata-NC_006028.2-35146_36149 403
Naumovozyma_castellii-NC_016492.1-35137_36137 402
Naumovozyma_dairenensis-NC_016479.1-35133_36133 402
Zygosaccharomyces_rouxii-NC_012995.1-32093_33041 408
Torulaspora_globosa-NC_050729.1-35150_36143 403
Eremothecium_cymbalariae-NC_016452.1-35136_36122 400
Kluyveromyces_marxianus-NC_036029.1-32128_33102 397
Kluyveromyces_lactis-NC_006040.1-35148_36121 397
Lachancea_lanzarotensis-NW_019212881.1-35137_36120 402
Lachancea_thermotolerans-NC_013082.1-35134_36129 402
Eremothecium_gossypii-NC_005788.4-35070_35995 400
Wickerhamomyces_ciferrii-NW_011887462.1-34578_35557 400
Wickerhamomyces_anomalus-NW_017567110.1-35127_35977 398
Candida_tropicalis-NW_003020055.1-34200_35189 405
Suhomyces_tanzawaensis-NW_017963640.1-34201_35045 403
Lodderomyces_elongisporus-NW_001813683.1-32054_32555 400
Scheffersomyces_spartinae-NW_025065066.1-33471_34425 402
                                                       .........370.......380.......390.......400.......410........

Target 3458
Vanderwaltozyma_polyspora-NW_001834692.1-35162_36175 468
Kazachstania_barnettii-NW_024545244.1-35167_36179 468
Tetrapisispora_phaffii-NC_016522.1-35159_36166 465
Zygotorulaspora_mrakii-NC_050724.1-35165_36175 466
Kazachstania_naganishii-NC_035922.1-35143_36148 466
Tetrapisispora_blattae-NC_020185.1-35141_36148 465
Kazachstania_africana-NC_018941.1-35149_36146 460
[Candida]_glabrata-NC_006028.2-35146_36149 463
Naumovozyma_castellii-NC_016492.1-35137_36137 462
Naumovozyma_dairenensis-NC_016479.1-35133_36133 462
Zygosaccharomyces_rouxii-NC_012995.1-32093_33041 468
Torulaspora_globosa-NC_050729.1-35150_36143 463
Eremothecium_cymbalariae-NC_016452.1-35136_36122 460
Kluyveromyces_marxianus-NC_036029.1-32128_33102 457
Kluyveromyces_lactis-NC_006040.1-35148_36121 457
Lachancea_lanzarotensis-NW_019212881.1-35137_36120 462
Lachancea_thermotolerans-NC_013082.1-35134_36129 462
Eremothecium_gossypii-NC_005788.4-35070_35995 460
Wickerhamomyces_ciferrii-NW_011887462.1-34578_35557 460
Wickerhamomyces_anomalus-NW_017567110.1-35127_35977 458
Candida_tropicalis-NW_003020055.1-34200_35189 465
Suhomyces_tanzawaensis-NW_017963640.1-34201_35045 463
Lodderomyces_elongisporus-NW_001813683.1-32054_32555 460
Scheffersomyces_spartinae-NW_025065066.1-33471_34425 462
                                                       .........430.......440.......450.......460.......470........

Target 3518
Vanderwaltozyma_polyspora-NW_001834692.1-35162_36175 528
Kazachstania_barnettii-NW_024545244.1-35167_36179 528
Tetrapisispora_phaffii-NC_016522.1-35159_36166 525
Zygotorulaspora_mrakii-NC_050724.1-35165_36175 526
Kazachstania_naganishii-NC_035922.1-35143_36148 526
Tetrapisispora_blattae-NC_020185.1-35141_36148 525
Kazachstania_africana-NC_018941.1-35149_36146 520
[Candida]_glabrata-NC_006028.2-35146_36149 523
Naumovozyma_castellii-NC_016492.1-35137_36137 522
Naumovozyma_dairenensis-NC_016479.1-35133_36133 522
Zygosaccharomyces_rouxii-NC_012995.1-32093_33041 528
Torulaspora_globosa-NC_050729.1-35150_36143 523
Eremothecium_cymbalariae-NC_016452.1-35136_36122 520
Kluyveromyces_marxianus-NC_036029.1-32128_33102 517
Kluyveromyces_lactis-NC_006040.1-35148_36121 517
Lachancea_lanzarotensis-NW_019212881.1-35137_36120 522
Lachancea_thermotolerans-NC_013082.1-35134_36129 522
Eremothecium_gossypii-NC_005788.4-35070_35995 520
Wickerhamomyces_ciferrii-NW_011887462.1-34578_35557 520
Wickerhamomyces_anomalus-NW_017567110.1-35127_35977 518
Candida_tropicalis-NW_003020055.1-34200_35189 525
Suhomyces_tanzawaensis-NW_017963640.1-34201_35045 523
Lodderomyces_elongisporus-NW_001813683.1-32054_32555 520
Scheffersomyces_spartinae-NW_025065066.1-33471_34425 522
                                                       .........490.......500.......510.......520.......530........

Target 3578
Vanderwaltozyma_polyspora-NW_001834692.1-35162_36175 588
Kazachstania_barnettii-NW_024545244.1-35167_36179 588
Tetrapisispora_phaffii-NC_016522.1-35159_36166 585
Zygotorulaspora_mrakii-NC_050724.1-35165_36175 586
Kazachstania_naganishii-NC_035922.1-35143_36148 586
Tetrapisispora_blattae-NC_020185.1-35141_36148 585
Kazachstania_africana-NC_018941.1-35149_36146 580
[Candida]_glabrata-NC_006028.2-35146_36149 583
Naumovozyma_castellii-NC_016492.1-35137_36137 582
Naumovozyma_dairenensis-NC_016479.1-35133_36133 582
Zygosaccharomyces_rouxii-NC_012995.1-32093_33041 588
Torulaspora_globosa-NC_050729.1-35150_36143 583
Eremothecium_cymbalariae-NC_016452.1-35136_36122 580
Kluyveromyces_marxianus-NC_036029.1-32128_33102 577
Kluyveromyces_lactis-NC_006040.1-35148_36121 577
Lachancea_lanzarotensis-NW_019212881.1-35137_36120 582
Lachancea_thermotolerans-NC_013082.1-35134_36129 582
Eremothecium_gossypii-NC_005788.4-35070_35995 580
Wickerhamomyces_ciferrii-NW_011887462.1-34578_35557 580
Wickerhamomyces_anomalus-NW_017567110.1-35127_35977 578
Candida_tropicalis-NW_003020055.1-34200_35189 585
Suhomyces_tanzawaensis-NW_017963640.1-34201_35045 583
Lodderomyces_elongisporus-NW_001813683.1-32054_32555 580
Scheffersomyces_spartinae-NW_025065066.1-33471_34425 582
                                                       .........550.......560.......570.......580.......590........

Target 3638
Vanderwaltozyma_polyspora-NW_001834692.1-35162_36175 648
Kazachstania_barnettii-NW_024545244.1-35167_36179 648
Tetrapisispora_phaffii-NC_016522.1-35159_36166 645
Zygotorulaspora_mrakii-NC_050724.1-35165_36175 646
Kazachstania_naganishii-NC_035922.1-35143_36148 646
Tetrapisispora_blattae-NC_020185.1-35141_36148 645
Kazachstania_africana-NC_018941.1-35149_36146 640
[Candida]_glabrata-NC_006028.2-35146_36149 643
Naumovozyma_castellii-NC_016492.1-35137_36137 642
Naumovozyma_dairenensis-NC_016479.1-35133_36133 642
Zygosaccharomyces_rouxii-NC_012995.1-32093_33041 648
Torulaspora_globosa-NC_050729.1-35150_36143 643
Eremothecium_cymbalariae-NC_016452.1-35136_36122 637
Kluyveromyces_marxianus-NC_036029.1-32128_33102 637
Kluyveromyces_lactis-NC_006040.1-35148_36121 637
Lachancea_lanzarotensis-NW_019212881.1-35137_36120 642
Lachancea_thermotolerans-NC_013082.1-35134_36129 642
Eremothecium_gossypii-NC_005788.4-35070_35995 637
Wickerhamomyces_ciferrii-NW_011887462.1-34578_35557 640
Wickerhamomyces_anomalus-NW_017567110.1-35127_35977 638
Candida_tropicalis-NW_003020055.1-34200_35189 645
Suhomyces_tanzawaensis-NW_017963640.1-34201_35045 643
Lodderomyces_elongisporus-NW_001813683.1-32054_32555 640
Scheffersomyces_spartinae-NW_025065066.1-33471_34425 642
                                                       .........610.......620.......630.......640.......650........

Target 3698
Vanderwaltozyma_polyspora-NW_001834692.1-35162_36175 708
Kazachstania_barnettii-NW_024545244.1-35167_36179 708
Tetrapisispora_phaffii-NC_016522.1-35159_36166 705
Zygotorulaspora_mrakii-NC_050724.1-35165_36175 706
Kazachstania_naganishii-NC_035922.1-35143_36148 706
Tetrapisispora_blattae-NC_020185.1-35141_36148 705
Kazachstania_africana-NC_018941.1-35149_36146 700
[Candida]_glabrata-NC_006028.2-35146_36149 703
Naumovozyma_castellii-NC_016492.1-35137_36137 702
Naumovozyma_dairenensis-NC_016479.1-35133_36133 702
Zygosaccharomyces_rouxii-NC_012995.1-32093_33041 708
Torulaspora_globosa-NC_050729.1-35150_36143 703
Eremothecium_cymbalariae-NC_016452.1-35136_36122 697
Kluyveromyces_marxianus-NC_036029.1-32128_33102 697
Kluyveromyces_lactis-NC_006040.1-35148_36121 697
Lachancea_lanzarotensis-NW_019212881.1-35137_36120 702
Lachancea_thermotolerans-NC_013082.1-35134_36129 702
Eremothecium_gossypii-NC_005788.4-35070_35995 697
Wickerhamomyces_ciferrii-NW_011887462.1-34578_35557 700
Wickerhamomyces_anomalus-NW_017567110.1-35127_35977 698
Candida_tropicalis-NW_003020055.1-34200_35189 705
Suhomyces_tanzawaensis-NW_017963640.1-34201_35045 703
Lodderomyces_elongisporus-NW_001813683.1-32054_32555 700
Scheffersomyces_spartinae-NW_025065066.1-33471_34425 702
                                                       .........670.......680.......690.......700.......710........

Target 3758
Vanderwaltozyma_polyspora-NW_001834692.1-35162_36175 768
Kazachstania_barnettii-NW_024545244.1-35167_36179 768
Tetrapisispora_phaffii-NC_016522.1-35159_36166 765
Zygotorulaspora_mrakii-NC_050724.1-35165_36175 766
Kazachstania_naganishii-NC_035922.1-35143_36148 766
Tetrapisispora_blattae-NC_020185.1-35141_36148 765
Kazachstania_africana-NC_018941.1-35149_36146 760
[Candida]_glabrata-NC_006028.2-35146_36149 763
Naumovozyma_castellii-NC_016492.1-35137_36137 762
Naumovozyma_dairenensis-NC_016479.1-35133_36133 762
Zygosaccharomyces_rouxii-NC_012995.1-32093_33041 768
Torulaspora_globosa-NC_050729.1-35150_36143 763
Eremothecium_cymbalariae-NC_016452.1-35136_36122 757
Kluyveromyces_marxianus-NC_036029.1-32128_33102 757
Kluyveromyces_lactis-NC_006040.1-35148_36121 757
Lachancea_lanzarotensis-NW_019212881.1-35137_36120 762
Lachancea_thermotolerans-NC_013082.1-35134_36129 762
Eremothecium_gossypii-NC_005788.4-35070_35995 757
Wickerhamomyces_ciferrii-NW_011887462.1-34578_35557 760
Wickerhamomyces_anomalus-NW_017567110.1-35127_35977 758
Candida_tropicalis-NW_003020055.1-34200_35189 765
Suhomyces_tanzawaensis-NW_017963640.1-34201_35045 763
Lodderomyces_elongisporus-NW_001813683.1-32054_32555 760
Scheffersomyces_spartinae-NW_025065066.1-33471_34425 762
                                                       .........730.......740.......750.......760.......770........

Target 3818
Vanderwaltozyma_polyspora-NW_001834692.1-35162_36175 828
Kazachstania_barnettii-NW_024545244.1-35167_36179 828
Tetrapisispora_phaffii-NC_016522.1-35159_36166 825
Zygotorulaspora_mrakii-NC_050724.1-35165_36175 826
Kazachstania_naganishii-NC_035922.1-35143_36148 826
Tetrapisispora_blattae-NC_020185.1-35141_36148 825
Kazachstania_africana-NC_018941.1-35149_36146 820
[Candida]_glabrata-NC_006028.2-35146_36149 823
Naumovozyma_castellii-NC_016492.1-35137_36137 822
Naumovozyma_dairenensis-NC_016479.1-35133_36133 822
Zygosaccharomyces_rouxii-NC_012995.1-32093_33041 828
Torulaspora_globosa-NC_050729.1-35150_36143 823
Eremothecium_cymbalariae-NC_016452.1-35136_36122 817
Kluyveromyces_marxianus-NC_036029.1-32128_33102 817
Kluyveromyces_lactis-NC_006040.1-35148_36121 817
Lachancea_lanzarotensis-NW_019212881.1-35137_36120 822
Lachancea_thermotolerans-NC_013082.1-35134_36129 822
Eremothecium_gossypii-NC_005788.4-35070_35995 817
Wickerhamomyces_ciferrii-NW_011887462.1-34578_35557 820
Wickerhamomyces_anomalus-NW_017567110.1-35127_35977 818
Candida_tropicalis-NW_003020055.1-34200_35189 825
Suhomyces_tanzawaensis-NW_017963640.1-34201_35045 823
Lodderomyces_elongisporus-NW_001813683.1-32054_32555 820
Scheffersomyces_spartinae-NW_025065066.1-33471_34425 822
                                                       .........790.......800.......810.......820.......830........

Target 3878
Vanderwaltozyma_polyspora-NW_001834692.1-35162_36175 888
Kazachstania_barnettii-NW_024545244.1-35167_36179 888
Tetrapisispora_phaffii-NC_016522.1-35159_36166 885
Zygotorulaspora_mrakii-NC_050724.1-35165_36175 886
Kazachstania_naganishii-NC_035922.1-35143_36148 886
Tetrapisispora_blattae-NC_020185.1-35141_36148 885
Kazachstania_africana-NC_018941.1-35149_36146 880
[Candida]_glabrata-NC_006028.2-35146_36149 883
Naumovozyma_castellii-NC_016492.1-35137_36137 882
Naumovozyma_dairenensis-NC_016479.1-35133_36133 882
Zygosaccharomyces_rouxii-NC_012995.1-32093_33041 888
Torulaspora_globosa-NC_050729.1-35150_36143 883
Eremothecium_cymbalariae-NC_016452.1-35136_36122 877
Kluyveromyces_marxianus-NC_036029.1-32128_33102 877
Kluyveromyces_lactis-NC_006040.1-35148_36121 877
Lachancea_lanzarotensis-NW_019212881.1-35137_36120 882
Lachancea_thermotolerans-NC_013082.1-35134_36129 882
Eremothecium_gossypii-NC_005788.4-35070_35995 877
Wickerhamomyces_ciferrii-NW_011887462.1-34578_35557 880
Wickerhamomyces_anomalus-NW_017567110.1-35127_35977 878
Candida_tropicalis-NW_003020055.1-34200_35189 885
Suhomyces_tanzawaensis-NW_017963640.1-34201_35045 883
Lodderomyces_elongisporus-NW_001813683.1-32054_32555 880
Scheffersomyces_spartinae-NW_025065066.1-33471_34425 882
                                                       .........850.......860.......870.......880.......890........

Target 3938
Vanderwaltozyma_polyspora-NW_001834692.1-35162_36175 948
Kazachstania_barnettii-NW_024545244.1-35167_36179 948
Tetrapisispora_phaffii-NC_016522.1-35159_36166 945
Zygotorulaspora_mrakii-NC_050724.1-35165_36175 946
Kazachstania_naganishii-NC_035922.1-35143_36148 946
Tetrapisispora_blattae-NC_020185.1-35141_36148 945
Kazachstania_africana-NC_018941.1-35149_36146 940
[Candida]_glabrata-NC_006028.2-35146_36149 943
Naumovozyma_castellii-NC_016492.1-35137_36137 942
Naumovozyma_dairenensis-NC_016479.1-35133_36133 942
Zygosaccharomyces_rouxii-NC_012995.1-32093_33041 948
Torulaspora_globosa-NC_050729.1-35150_36143 943
Eremothecium_cymbalariae-NC_016452.1-35136_36122 937
Kluyveromyces_marxianus-NC_036029.1-32128_33102 937
Kluyveromyces_lactis-NC_006040.1-35148_36121 937
Lachancea_lanzarotensis-NW_019212881.1-35137_36120 942
Lachancea_thermotolerans-NC_013082.1-35134_36129 942
Eremothecium_gossypii-NC_005788.4-35070_35995 937
Wickerhamomyces_ciferrii-NW_011887462.1-34578_35557 940
Wickerhamomyces_anomalus-NW_017567110.1-35127_35977 938
Candida_tropicalis-NW_003020055.1-34200_35189 945
Suhomyces_tanzawaensis-NW_017963640.1-34201_35045 943
Lodderomyces_elongisporus-NW_001813683.1-32054_32555 940
Scheffersomyces_spartinae-NW_025065066.1-33471_34425 942
                                                       .........910.......920.......930.......940.......950........

Target 3998
Vanderwaltozyma_polyspora-NW_001834692.1-35162_36175 1003
Kazachstania_barnettii-NW_024545244.1-35167_36179 1003
Tetrapisispora_phaffii-NC_016522.1-35159_36166 1003
Zygotorulaspora_mrakii-NC_050724.1-35165_36175 1002
Kazachstania_naganishii-NC_035922.1-35143_36148 1002
Tetrapisispora_blattae-NC_020185.1-35141_36148 1003
Kazachstania_africana-NC_018941.1-35149_36146 1000
[Candida]_glabrata-NC_006028.2-35146_36149 1002
Naumovozyma_castellii-NC_016492.1-35137_36137 1002
Naumovozyma_dairenensis-NC_016479.1-35133_36133 1002
Zygosaccharomyces_rouxii-NC_012995.1-32093_33041 1003
Torulaspora_globosa-NC_050729.1-35150_36143 1002
Eremothecium_cymbalariae-NC_016452.1-35136_36122 997
Kluyveromyces_marxianus-NC_036029.1-32128_33102 997
Kluyveromyces_lactis-NC_006040.1-35148_36121 997
Lachancea_lanzarotensis-NW_019212881.1-35137_36120 1002
Lachancea_thermotolerans-NC_013082.1-35134_36129 1002
Eremothecium_gossypii-NC_005788.4-35070_35995 997
Wickerhamomyces_ciferrii-NW_011887462.1-34578_35557 1000
Wickerhamomyces_anomalus-NW_017567110.1-35127_35977 998
Candida_tropicalis-NW_003020055.1-34200_35189 1003
Suhomyces_tanzawaensis-NW_017963640.1-34201_35045 1002
Lodderomyces_elongisporus-NW_001813683.1-32054_32555 1000
Scheffersomyces_spartinae-NW_025065066.1-33471_34425 1002
                                                       .........970.......980.......990.......1000......1010.......

Target 4000
Vanderwaltozyma_polyspora-NW_001834692.1-35162_36175 1003
Kazachstania_barnettii-NW_024545244.1-35167_36179 1003
Tetrapisispora_phaffii-NC_016522.1-35159_36166 1003
Zygotorulaspora_mrakii-NC_050724.1-35165_36175 1002
Kazachstania_naganishii-NC_035922.1-35143_36148 1002
Tetrapisispora_blattae-NC_020185.1-35141_36148 1003
Kazachstania_africana-NC_018941.1-35149_36146 1002
[Candida]_glabrata-NC_006028.2-35146_36149 1002
Naumovozyma_castellii-NC_016492.1-35137_36137 1003
Naumovozyma_dairenensis-NC_016479.1-35133_36133 1003
Zygosaccharomyces_rouxii-NC_012995.1-32093_33041 1003
Torulaspora_globosa-NC_050729.1-35150_36143 1002
Eremothecium_cymbalariae-NC_016452.1-35136_36122 1002
Kluyveromyces_marxianus-NC_036029.1-32128_33102 1002
Kluyveromyces_lactis-NC_006040.1-35148_36121 1002
Lachancea_lanzarotensis-NW_019212881.1-35137_36120 1003
Lachancea_thermotolerans-NC_013082.1-35134_36129 1003
Eremothecium_gossypii-NC_005788.4-35070_35995 1002
Wickerhamomyces_ciferrii-NW_011887462.1-34578_35557 1002
Wickerhamomyces_anomalus-NW_017567110.1-35127_35977 1001
Candida_tropicalis-NW_003020055.1-34200_35189 1003
Suhomyces_tanzawaensis-NW_017963640.1-34201_35045 1002
Lodderomyces_elongisporus-NW_001813683.1-32054_32555 1002
Scheffersomyces_spartinae-NW_025065066.1-33471_34425 1003
                                                       .....

                                                                                                 T

                                                                                                  *
                                                                                                  AG
                                                                                                 TAA
                                                                                                 TAA
                                                                                                 TAA
                                                                                                 AAA
                                                                                                 TAT
                                                                                                 AAT
                                                                                                 TAA
                                                                                                 AAT
                                                                                                 TAA
                                                                                                 TAA
                                                                                                 AAG
                                                                                                 AAA
                                                                                                 TAG
                                                                                                 TAG
                                                                                                 TAC
                                                                                                 TAT
                                                                                                 TAA
                                                                                                 AAC
                                                                                                 AAA
                                                                                                 AAG
                                                                                                 AAT
                                                                                                 AAA
                                                                                                 AAC
                                                                                                 TAC

                                                                                                    A

                                                                                                     T
                                                                                                     CG
                                                                                                    ATA
                                                                                                    ACT
                                                                                                    ACG
                                                                                                    ATA
                                                                                                    ACT
                                                                                                    ACA
                                                                                                    ACA
                                                                                                    ACA
                                                                                                    ACG
                                                                                                    ATA
                                                                                                    ATA
                                                                                                    ACT
                                                                                                    ACT
                                                                                                    ACG
                                                                                                    ACA
                                                                                                    ACG
                                                                                                    GTG
                                                                                                    ACT
                                                                                                    ACA
                                                                                                    ACA
                                                                                                    ACT
                                                                                                    ACG
                                                                                                    TTT
                                                                                                    GTA

                                                                                                       T

                                                                                                        S
                                                                                                        CT
                                                                                                       TCA
                                                                                                       TCG
                                                                                                       TCA
                                                                                                       TCT
                                                                                                       TCT
                                                                                                       TCA
                                                                                                       TCA
                                                                                                       TCC
                                                                                                       TCC
                                                                                                       TCA
                                                                                                       TCA
                                                                                                       CCG
                                                                                                       TTG
                                                                                                       GTA
                                                                                                       GTG
                                                                                                       ACA
                                                                                                       TTG
                                                                                                       TTG
                                                                                                       TGT
                                                                                                       TTT
                                                                                                       CCA
                                                                                                       CCA
                                                                                                       ATA
                                                                                                       GTG

                                                                                                          G

                                                                                                           G
                                                                                                           GG
                                                                                                          AAC
                                                                                                          GTA
                                                                                                          AAG
                                                                                                          ACG
                                                                                                          GGT
                                                                                                          TCT
                                                                                                          GAA
                                                                                                          CCA
                                                                                                          GAC
                                                                                                          TCT
                                                                                                          GTT
                                                                                                          ACA
                                                                                                          TGA
                                                                                                          TCT
                                                                                                          TCC
                                                                                                          CTT
                                                                                                          TTT
                                                                                                          TCT
                                                                                                          TTT
                                                                                                          TTC
                                                                                                          TCC
                                                                                                          TTG
                                                                                                          TCT
                                                                                                          TCA

                                                                                                             CC---

                                                                                                                  P
                                                                                                                  -

                                                       -----T

                                                                                                             GAC---

                                                       TTACCA

                                                                                                             TCT---

                                                       TGTTTA

                                                                                                             ACATCG

                                                       TCGCCA

                                                                                                             TCA---

                                                       CTTTTG

                                                                                                             TCG---

                                                       CTCTTT

                                                                                                             GAT---

                                                       CCATCT

                                                                                                             TCC---

                                                       ------

                                                                                                             TT----

                                                       --CTTA

                                                                                                             GAT---

                                                       GTTTTA

                                                                                                             GTA---

                                                       GTTTTG

                                                                                                             CCA---

                                                       CCTTTA

                                                                                                             TCG---

                                                       CTCT--

                                                                                                             TCG---

                                                       ------

                                                                                                             T-----

                                                       ------

                                                                                                             T-----

                                                       ------

                                                                                                             TCG---

                                                       ---TTG

                                                                                                             TCC---

                                                       ---TTG

                                                                                                             CCA---

                                                       ------

                                                                                                             TTATCA

                                                       C-----

                                                                                                             TTATCA

                                                       C-----

                                                                                                             AGACTA

                                                       TCAGTT

                                                                                                             GAATCG

                                                       TCAGAC

                                                                                                             GAGGCA

                                                       TCAACA

                                                                                                             AGAGTG

                                                       GATTGT

                                                             C

                                                              P
                                                              CT
                                                             TTT
                                                             CCT
                                                             CTT
                                                             TTT
                                                             TCT
                                                             TTT
                                                             GTC
                                                             CCC
                                                             TCT
                                                             TCT
                                                             CTT
                                                             ---
                                                             GGT
                                                             ---
                                                             ---
                                                             CCT
                                                             CCT
                                                             GAT
                                                             -CT
                                                             -CT
                                                             CTC
                                                             TTT
                                                             CCA
                                                             ATT

Frame +3 p = 0.001

         T

          L
          TA
         TTA
         TTA
         TTT
         CGT
         TTA
         TTA
         TTA
         TTA
         TTA
         TTA
         CTG
         -TG
         TTG
         -GA
         -TA
         TTG
         CTA
         TTG
         TTA
         TTA
         AAT
         AAT
         CTT
         CTT

            T

             F
             TT
            GAC
            GAT
            GAT
            GAT
            CTT
            GTT
            GCT
            GTC
            GAG
            GAT
            GAT
            GTC
            CTT
            TTC
            TTC
            GTT
            TGC
            GCT
            GTT
            GTC
            TTC
            TTC
            CTA
            CCC

               T

                L
                TG
               TTG
               TTA
               TTA
               TTG
               TTG
               TTA
               TTA
               TTG
               TTC
               TCA
               TTG
               TTA
               TTA
               TTG
               TTG
               TTG
               TTC
               TTC
               TTA
               TTA
               TTG
               CTA
               GAG
               TTT

                  T

                   F
                   TT
                  CTC
                  CTT
                  TTT
                  TTC
                  CTC
                  TTC
                  CTC
                  TTT
                  TGT
                  TTC
                  TTT
                  TTC
                  TCC
                  CTC
                  CTC
                  GGA
                  GTC
                  TCC
                  CCA
                  CCC
                  CCC
                  CCC
                  CCT
                  TTA

                     A

                      K
                      AA
                     AAA
                     AAA
                     AGA
                     AAA
                     AAA
                     AAG
                     AAA
                     AAA
                     AGG
                     AGA
                     AAA
                     AAA
                     CAA
                     AAG
                     AAG
                     AAG
                     AAA
                     CAA
                     AGA
                     AAG
                     AAA
                     AAG
                     AGT
                     CCC

                        T

                         F
                         TC
                        TTC
                        TTC
                        TTT
                        TTC
                        TTT
                        TTT
                        TTC
                        TTC
                        TTC
                        TTC
                        TTC
                        TTT
                        TTT
                        TTT
                        TTT
                        TTA
                        TTT
                        TTT
                        GTC
                        TTC
                        TTT
                        TTT
                        TGC
                        AAG

                           T

                            L
                            TA
                           TTA
                           TTA
                           TTG
                           TTG
                           TTG
                           TTG
                           TTG
                           TTG
                           TTA
                           TTG
                           TTG
                           TTG
                           TTG
                           TTA
                           TTG
                           CGG
                           TTG
                           TTG
                           TTG
                           TTG
                           CTC
                           CTC
                           TTA
                           TTC

                              A

                               K
                               AG
                              AAT
                              AAG
                              AAA
                              AAC
                              AAA
                              AAA
                              AAG
                              AAA
                              AAA
                              AAT
                              AAG
                              AAA
                              AAT
                              AAT
                              AAT
                              AAA
                              AAA
                              AAA
                              AAT
                              AAT
                              ATT
                              ACC
                              GTG
                              AAC

                                 A

                                  T
                                  CT
                                 ACT
                                 ACA
                                 GCT
                                 ACA
                                 ACC
                                 ACA
                                 ACA
                                 ACC
                                 ACA
                                 ACA
                                 ACA
                                 ACC
                                 ACA
                                 ACC
                                 ACT
                                 ACC
                                 ACA
                                 ACT
                                 AAT
                                 AAT
                                 AAT
                                 AAC
                                 AGT
                                 AAT

                                    A

                                     N
                                     AT
                                    GAC
                                    AGC
                                    AAT
                                    AGC
                                    AGC
                                    AGT
                                    AGT
                                    AGT
                                    AGT
                                    AGT
                                    AGC
                                    AGC
                                    AGT
                                    AAC
                                    AAT
                                    AGC
                                    AGT
                                    AAC
                                    TTT
                                    TTT
                                    TTC
                                    TTT
                                    TTT
                                    TTT

                                       T

                                        S
                                        CC
                                       TCG
                                       TCC
                                       TCG
                                       TCC
                                       TCT
                                       TCT
                                       TCG
                                       TCT
                                       TCT
                                       TCC
                                       TCT
                                       TCG
                                       TCA
                                       TCA
                                       TCG
                                       TCA
                                       TCA
                                       TCT
                                       TCA
                                       TCA
                                       TCT
                                       TCT
                                       TCT
                                       TCA

                                          G

                                           V
                                           TT
                                          GTC
                                          GTC
                                          GTT
                                          GTT
                                          GTC
                                          GTT
                                          GTT
                                          GTT
                                          GTC
                                          GTT
                                          GTT
                                          GTT
                                          GTC
                                          GTT
                                          GTC
                                          GTC
                                          GTC
                                          GTT
                                          GTT
                                          GTC
                                          GTT
                                          GTT
                                          GCT
                                          GTC

                                             T

                                              L
                                              TA
                                             TTC
                                             TTA
                                             TTT
                                             TTT
                                             TTA
                                             TTA
                                             TTT
                                             TTG
                                             TTG
                                             TTG
                                             TTG
                                             TTG
                                             TTC
                                             TTT
                                             TTC
                                             TTT
                                             TTG
                                             TTG
                                             TTA
                                             TTA
                                             TTA
                                             TTG
                                             TTC
                                             TTG

                                                G

                                                 D
                                                 AT
                                                GAT
                                                GAT
                                                GAT
                                                GAA
                                                GAT
                                                GAG
                                                GAA
                                                GAG
                                                GAA
                                                GAA
                                                GAA
                                                GAT
                                                GAT
                                                GAA
                                                GAA
                                                GAT
                                                GAG
                                                GAA
                                                TTT
                                                TTG
                                                GTA
                                                GTG
                                                GTT
                                                GAA

                                                   G

                                                    E
                                                    AA
                                                   GAT
                                                   GAT
                                                   GAA
                                                   GAA
                                                   GCT
                                                   GAT
                                                   GAA
                                                   GAG
                                                   GCA
                                                   GCA
                                                   GAC
                                                   GAA
                                                   GAA
                                                   GAA
                                                   GAA
                                                   GAA
                                                   GAT
                                                   GAT
                                                   GAA
                                                   GAG
                                                   GCC
                                                   GAC
                                                   GAC
                                                   GAC

                                                      A

                                                       I
                                                       TT
                                                      ATC
                                                      ATT
                                                      ATC
                                                      ATT
                                                      ATC
                                                      ATT
                                                      ATT
                                                      ATT
                                                      ATC
                                                      ATT
                                                      ATT
                                                      ATT
                                                      ATT
                                                      ATT
                                                      ATT
                                                      ATC
                                                      ATT
                                                      ATC
                                                      ATT
                                                      ATC
                                                      ATT
                                                      ATT
                                                      ATC
                                                      ATT

                                                         T

                                                          S
                                                          CT
                                                         TCC
                                                         TCT
                                                         TCT
                                                         TCT
                                                         TCT
                                                         TCC
                                                         TCC
                                                         TCT
                                                         TCT
                                                         TGC
                                                         TCC
                                                         TCC
                                                         TCT
                                                         TGC
                                                         TGC
                                                         TCT
                                                         TCT
                                                         TCT
                                                         TCC
                                                         TCC
                                                         TCT
                                                         TCC
                                                         TCT
                                                         TCC

T

 F
 TT
TTT
TTG
TTT
TTA
TTC
TTG
TTT
TTG
TTG
TTG
TTA
TTG
TTG
TTG
TTA
TTG
TTG
TTC
TTT
TTT
CTG
TTT
TTT
TTC

   G

    E
    AG
   GAA
   GAG
   GAC
   GAA
   GAA
   GAT
   GAA
   GAA
   GAA
   GAG
   GAT
   GAA
   GAA
   GAA
   GAC
   GAA
   GAT
   GAT
   GAT
   GAT
   GAT
   GAA
   GAT
   GAG

      A

       T
       CT
      ACT
      ACC
      ACT
      ACT
      ACT
      ACT
      ACT
      ACT
      ACT
      ACT
      ACT
      ACT
      ACT
      ACT
      ACT
      ACC
      ACC
      AAC
      GCT
      GCT
      GCG
      GCA
      GCA
      GCA

         T

          *
          GA
         TGC
         TGC
         TCT
         TGC
         TGC
         TGC
         TGC
         TGC
         TGC
         TGC
         TGC
         TGC
         TGC
         TGA
         TGG
         TGC
         TGC
         TGC
         TGA
         TGA
         TGA
         AAG
         TAA
         TGT