Target 2553
Tetrapisispora_phaffii-NC_016522.1-34658_35666 49
Vanderwaltozyma_polyspora-NW_001834692.1-34659_35675 46
Kazachstania_barnettii-NW_024545244.1-34666_35651 48
[Candida]_glabrata-NC_006028.2-34645_35648 51
Tetrapisispora_blattae-NC_020185.1-34644_35648 51
Naumovozyma_dairenensis-NC_016479.1-34626_35633 51
Torulaspora_globosa-NC_050729.1-34651_35654 52
Naumovozyma_castellii-NC_016492.1-34630_35637 51
Kazachstania_naganishii-NC_035922.1-34647_35654 49
Torulaspora_delbrueckii-NC_016506.1-34664_35674 49
Zygosaccharomyces_rouxii-NC_012995.1-31593_32597 48
Eremothecium_cymbalariae-NC_016452.1-34630_35615 56
Zygotorulaspora_mrakii-NC_050724.1-34665_35665 49
Kluyveromyces_lactis-NC_006040.1-34641_35632 56
Lachancea_thermotolerans-NC_013082.1-34631_35571 54
Kluyveromyces_marxianus-NC_036029.1-31618_32612 56
Eremothecium_gossypii-NC_005788.4-34502_35489 56
Lachancea_lanzarotensis-NW_019212881.1-34633_35556 54
Wickerhamomyces_ciferrii-NW_011887462.1-34108_35006 56
Wickerhamomyces_anomalus-NW_017567110.1-34923_35435 57
Artibeus_jamaicensis-NW_023563465.1-617_799 55
Suhomyces_tanzawaensis-NW_017963640.1-34012_34409 61
Ascoidea_rubescens-NW_017962914.1-35109_35362 46
Debaryomyces_fabryi-NW_015385648.1-2518_2815 61
                                                       .........10........20........30........40........50.........

Target 2613
Tetrapisispora_phaffii-NC_016522.1-34658_35666 109
Vanderwaltozyma_polyspora-NW_001834692.1-34659_35675 106
Kazachstania_barnettii-NW_024545244.1-34666_35651 108
[Candida]_glabrata-NC_006028.2-34645_35648 111
Tetrapisispora_blattae-NC_020185.1-34644_35648 111
Naumovozyma_dairenensis-NC_016479.1-34626_35633 111
Torulaspora_globosa-NC_050729.1-34651_35654 112
Naumovozyma_castellii-NC_016492.1-34630_35637 111
Kazachstania_naganishii-NC_035922.1-34647_35654 109
Torulaspora_delbrueckii-NC_016506.1-34664_35674 109
Zygosaccharomyces_rouxii-NC_012995.1-31593_32597 108
Eremothecium_cymbalariae-NC_016452.1-34630_35615 116
Zygotorulaspora_mrakii-NC_050724.1-34665_35665 109
Kluyveromyces_lactis-NC_006040.1-34641_35632 116
Lachancea_thermotolerans-NC_013082.1-34631_35571 114
Kluyveromyces_marxianus-NC_036029.1-31618_32612 116
Eremothecium_gossypii-NC_005788.4-34502_35489 116
Lachancea_lanzarotensis-NW_019212881.1-34633_35556 114
Wickerhamomyces_ciferrii-NW_011887462.1-34108_35006 116
Wickerhamomyces_anomalus-NW_017567110.1-34923_35435 117
Artibeus_jamaicensis-NW_023563465.1-617_799 115
Suhomyces_tanzawaensis-NW_017963640.1-34012_34409 121
Ascoidea_rubescens-NW_017962914.1-35109_35362 103
Debaryomyces_fabryi-NW_015385648.1-2518_2815 121
                                                       .........70........80........90........100.......110........

Target 2673
Tetrapisispora_phaffii-NC_016522.1-34658_35666 169
Vanderwaltozyma_polyspora-NW_001834692.1-34659_35675 166
Kazachstania_barnettii-NW_024545244.1-34666_35651 168
[Candida]_glabrata-NC_006028.2-34645_35648 171
Tetrapisispora_blattae-NC_020185.1-34644_35648 171
Naumovozyma_dairenensis-NC_016479.1-34626_35633 171
Torulaspora_globosa-NC_050729.1-34651_35654 172
Naumovozyma_castellii-NC_016492.1-34630_35637 171
Kazachstania_naganishii-NC_035922.1-34647_35654 169
Torulaspora_delbrueckii-NC_016506.1-34664_35674 169
Zygosaccharomyces_rouxii-NC_012995.1-31593_32597 168
Eremothecium_cymbalariae-NC_016452.1-34630_35615 176
Zygotorulaspora_mrakii-NC_050724.1-34665_35665 169
Kluyveromyces_lactis-NC_006040.1-34641_35632 176
Lachancea_thermotolerans-NC_013082.1-34631_35571 174
Kluyveromyces_marxianus-NC_036029.1-31618_32612 176
Eremothecium_gossypii-NC_005788.4-34502_35489 176
Lachancea_lanzarotensis-NW_019212881.1-34633_35556 174
Wickerhamomyces_ciferrii-NW_011887462.1-34108_35006 176
Wickerhamomyces_anomalus-NW_017567110.1-34923_35435 177
Artibeus_jamaicensis-NW_023563465.1-617_799 175
Suhomyces_tanzawaensis-NW_017963640.1-34012_34409 181
Ascoidea_rubescens-NW_017962914.1-35109_35362 163
Debaryomyces_fabryi-NW_015385648.1-2518_2815 181
                                                       .........130.......140.......150.......160.......170........

Target 2733
Tetrapisispora_phaffii-NC_016522.1-34658_35666 229
Vanderwaltozyma_polyspora-NW_001834692.1-34659_35675 226
Kazachstania_barnettii-NW_024545244.1-34666_35651 228
[Candida]_glabrata-NC_006028.2-34645_35648 231
Tetrapisispora_blattae-NC_020185.1-34644_35648 231
Naumovozyma_dairenensis-NC_016479.1-34626_35633 231
Torulaspora_globosa-NC_050729.1-34651_35654 232
Naumovozyma_castellii-NC_016492.1-34630_35637 231
Kazachstania_naganishii-NC_035922.1-34647_35654 229
Torulaspora_delbrueckii-NC_016506.1-34664_35674 229
Zygosaccharomyces_rouxii-NC_012995.1-31593_32597 228
Eremothecium_cymbalariae-NC_016452.1-34630_35615 236
Zygotorulaspora_mrakii-NC_050724.1-34665_35665 229
Kluyveromyces_lactis-NC_006040.1-34641_35632 236
Lachancea_thermotolerans-NC_013082.1-34631_35571 234
Kluyveromyces_marxianus-NC_036029.1-31618_32612 236
Eremothecium_gossypii-NC_005788.4-34502_35489 236
Lachancea_lanzarotensis-NW_019212881.1-34633_35556 234
Wickerhamomyces_ciferrii-NW_011887462.1-34108_35006 236
Wickerhamomyces_anomalus-NW_017567110.1-34923_35435 237
Artibeus_jamaicensis-NW_023563465.1-617_799 235
Suhomyces_tanzawaensis-NW_017963640.1-34012_34409 241
Ascoidea_rubescens-NW_017962914.1-35109_35362 223
Debaryomyces_fabryi-NW_015385648.1-2518_2815 241
                                                       .........190.......200.......210.......220.......230........

Target 2781
Tetrapisispora_phaffii-NC_016522.1-34658_35666 280
Vanderwaltozyma_polyspora-NW_001834692.1-34659_35675 277
Kazachstania_barnettii-NW_024545244.1-34666_35651 276
[Candida]_glabrata-NC_006028.2-34645_35648 282
Tetrapisispora_blattae-NC_020185.1-34644_35648 279
Naumovozyma_dairenensis-NC_016479.1-34626_35633 285
Torulaspora_globosa-NC_050729.1-34651_35654 280
Naumovozyma_castellii-NC_016492.1-34630_35637 285
Kazachstania_naganishii-NC_035922.1-34647_35654 277
Torulaspora_delbrueckii-NC_016506.1-34664_35674 277
Zygosaccharomyces_rouxii-NC_012995.1-31593_32597 276
Eremothecium_cymbalariae-NC_016452.1-34630_35615 284
Zygotorulaspora_mrakii-NC_050724.1-34665_35665 277
Kluyveromyces_lactis-NC_006040.1-34641_35632 287
Lachancea_thermotolerans-NC_013082.1-34631_35571 282
Kluyveromyces_marxianus-NC_036029.1-31618_32612 287
Eremothecium_gossypii-NC_005788.4-34502_35489 284
Lachancea_lanzarotensis-NW_019212881.1-34633_35556 282
Wickerhamomyces_ciferrii-NW_011887462.1-34108_35006 285
Wickerhamomyces_anomalus-NW_017567110.1-34923_35435 286
Artibeus_jamaicensis-NW_023563465.1-617_799 286
Suhomyces_tanzawaensis-NW_017963640.1-34012_34409 283
Ascoidea_rubescens-NW_017962914.1-35109_35362 283
Debaryomyces_fabryi-NW_015385648.1-2518_2815 283
                                                       .........250.......260.......270.......280.......290........

Target 2841
Tetrapisispora_phaffii-NC_016522.1-34658_35666 340
Vanderwaltozyma_polyspora-NW_001834692.1-34659_35675 337
Kazachstania_barnettii-NW_024545244.1-34666_35651 336
[Candida]_glabrata-NC_006028.2-34645_35648 342
Tetrapisispora_blattae-NC_020185.1-34644_35648 339
Naumovozyma_dairenensis-NC_016479.1-34626_35633 345
Torulaspora_globosa-NC_050729.1-34651_35654 340
Naumovozyma_castellii-NC_016492.1-34630_35637 345
Kazachstania_naganishii-NC_035922.1-34647_35654 337
Torulaspora_delbrueckii-NC_016506.1-34664_35674 337
Zygosaccharomyces_rouxii-NC_012995.1-31593_32597 336
Eremothecium_cymbalariae-NC_016452.1-34630_35615 344
Zygotorulaspora_mrakii-NC_050724.1-34665_35665 337
Kluyveromyces_lactis-NC_006040.1-34641_35632 347
Lachancea_thermotolerans-NC_013082.1-34631_35571 342
Kluyveromyces_marxianus-NC_036029.1-31618_32612 347
Eremothecium_gossypii-NC_005788.4-34502_35489 344
Lachancea_lanzarotensis-NW_019212881.1-34633_35556 342
Wickerhamomyces_ciferrii-NW_011887462.1-34108_35006 341
Wickerhamomyces_anomalus-NW_017567110.1-34923_35435 342
Artibeus_jamaicensis-NW_023563465.1-617_799 340
Suhomyces_tanzawaensis-NW_017963640.1-34012_34409 343
Ascoidea_rubescens-NW_017962914.1-35109_35362 343
Debaryomyces_fabryi-NW_015385648.1-2518_2815 343
                                                       .........310.......320.......330.......340.......350........

Target 2896
Tetrapisispora_phaffii-NC_016522.1-34658_35666 395
Vanderwaltozyma_polyspora-NW_001834692.1-34659_35675 392
Kazachstania_barnettii-NW_024545244.1-34666_35651 391
[Candida]_glabrata-NC_006028.2-34645_35648 397
Tetrapisispora_blattae-NC_020185.1-34644_35648 394
Naumovozyma_dairenensis-NC_016479.1-34626_35633 400
Torulaspora_globosa-NC_050729.1-34651_35654 395
Naumovozyma_castellii-NC_016492.1-34630_35637 400
Kazachstania_naganishii-NC_035922.1-34647_35654 392
Torulaspora_delbrueckii-NC_016506.1-34664_35674 392
Zygosaccharomyces_rouxii-NC_012995.1-31593_32597 391
Eremothecium_cymbalariae-NC_016452.1-34630_35615 399
Zygotorulaspora_mrakii-NC_050724.1-34665_35665 392
Kluyveromyces_lactis-NC_006040.1-34641_35632 402
Lachancea_thermotolerans-NC_013082.1-34631_35571 397
Kluyveromyces_marxianus-NC_036029.1-31618_32612 402
Eremothecium_gossypii-NC_005788.4-34502_35489 399
Lachancea_lanzarotensis-NW_019212881.1-34633_35556 397
Wickerhamomyces_ciferrii-NW_011887462.1-34108_35006 396
Wickerhamomyces_anomalus-NW_017567110.1-34923_35435 397
Artibeus_jamaicensis-NW_023563465.1-617_799 389
Suhomyces_tanzawaensis-NW_017963640.1-34012_34409 398
Ascoidea_rubescens-NW_017962914.1-35109_35362 398
Debaryomyces_fabryi-NW_015385648.1-2518_2815 398
                                                       .........370.......380.......390.......400.......410........

Target 2956
Tetrapisispora_phaffii-NC_016522.1-34658_35666 455
Vanderwaltozyma_polyspora-NW_001834692.1-34659_35675 452
Kazachstania_barnettii-NW_024545244.1-34666_35651 451
[Candida]_glabrata-NC_006028.2-34645_35648 457
Tetrapisispora_blattae-NC_020185.1-34644_35648 454
Naumovozyma_dairenensis-NC_016479.1-34626_35633 460
Torulaspora_globosa-NC_050729.1-34651_35654 455
Naumovozyma_castellii-NC_016492.1-34630_35637 460
Kazachstania_naganishii-NC_035922.1-34647_35654 452
Torulaspora_delbrueckii-NC_016506.1-34664_35674 452
Zygosaccharomyces_rouxii-NC_012995.1-31593_32597 451
Eremothecium_cymbalariae-NC_016452.1-34630_35615 459
Zygotorulaspora_mrakii-NC_050724.1-34665_35665 452
Kluyveromyces_lactis-NC_006040.1-34641_35632 462
Lachancea_thermotolerans-NC_013082.1-34631_35571 457
Kluyveromyces_marxianus-NC_036029.1-31618_32612 462
Eremothecium_gossypii-NC_005788.4-34502_35489 459
Lachancea_lanzarotensis-NW_019212881.1-34633_35556 457
Wickerhamomyces_ciferrii-NW_011887462.1-34108_35006 456
Wickerhamomyces_anomalus-NW_017567110.1-34923_35435 457
Artibeus_jamaicensis-NW_023563465.1-617_799 449
Suhomyces_tanzawaensis-NW_017963640.1-34012_34409 458
Ascoidea_rubescens-NW_017962914.1-35109_35362 458
Debaryomyces_fabryi-NW_015385648.1-2518_2815 458
                                                       .........430.......440.......450.......460.......470........

Target 3010
Tetrapisispora_phaffii-NC_016522.1-34658_35666 509
Vanderwaltozyma_polyspora-NW_001834692.1-34659_35675 506
Kazachstania_barnettii-NW_024545244.1-34666_35651 505
[Candida]_glabrata-NC_006028.2-34645_35648 511
Tetrapisispora_blattae-NC_020185.1-34644_35648 508
Naumovozyma_dairenensis-NC_016479.1-34626_35633 514
Torulaspora_globosa-NC_050729.1-34651_35654 509
Naumovozyma_castellii-NC_016492.1-34630_35637 514
Kazachstania_naganishii-NC_035922.1-34647_35654 506
Torulaspora_delbrueckii-NC_016506.1-34664_35674 506
Zygosaccharomyces_rouxii-NC_012995.1-31593_32597 505
Eremothecium_cymbalariae-NC_016452.1-34630_35615 513
Zygotorulaspora_mrakii-NC_050724.1-34665_35665 506
Kluyveromyces_lactis-NC_006040.1-34641_35632 516
Lachancea_thermotolerans-NC_013082.1-34631_35571 511
Kluyveromyces_marxianus-NC_036029.1-31618_32612 516
Eremothecium_gossypii-NC_005788.4-34502_35489 513
Lachancea_lanzarotensis-NW_019212881.1-34633_35556 511
Wickerhamomyces_ciferrii-NW_011887462.1-34108_35006 510
Wickerhamomyces_anomalus-NW_017567110.1-34923_35435 511
Artibeus_jamaicensis-NW_023563465.1-617_799 498
Suhomyces_tanzawaensis-NW_017963640.1-34012_34409 512
Ascoidea_rubescens-NW_017962914.1-35109_35362 512
Debaryomyces_fabryi-NW_015385648.1-2518_2815 512
                                                       .........490.......500.......510.......520.......530........

Target 3070
Tetrapisispora_phaffii-NC_016522.1-34658_35666 569
Vanderwaltozyma_polyspora-NW_001834692.1-34659_35675 566
Kazachstania_barnettii-NW_024545244.1-34666_35651 565
[Candida]_glabrata-NC_006028.2-34645_35648 571
Tetrapisispora_blattae-NC_020185.1-34644_35648 568
Naumovozyma_dairenensis-NC_016479.1-34626_35633 574
Torulaspora_globosa-NC_050729.1-34651_35654 569
Naumovozyma_castellii-NC_016492.1-34630_35637 574
Kazachstania_naganishii-NC_035922.1-34647_35654 566
Torulaspora_delbrueckii-NC_016506.1-34664_35674 566
Zygosaccharomyces_rouxii-NC_012995.1-31593_32597 565
Eremothecium_cymbalariae-NC_016452.1-34630_35615 573
Zygotorulaspora_mrakii-NC_050724.1-34665_35665 566
Kluyveromyces_lactis-NC_006040.1-34641_35632 576
Lachancea_thermotolerans-NC_013082.1-34631_35571 571
Kluyveromyces_marxianus-NC_036029.1-31618_32612 576
Eremothecium_gossypii-NC_005788.4-34502_35489 573
Lachancea_lanzarotensis-NW_019212881.1-34633_35556 571
Wickerhamomyces_ciferrii-NW_011887462.1-34108_35006 570
Wickerhamomyces_anomalus-NW_017567110.1-34923_35435 571
Artibeus_jamaicensis-NW_023563465.1-617_799 551
Suhomyces_tanzawaensis-NW_017963640.1-34012_34409 572
Ascoidea_rubescens-NW_017962914.1-35109_35362 572
Debaryomyces_fabryi-NW_015385648.1-2518_2815 572
                                                       .........550.......560.......570.......580.......590........

Target 3130
Tetrapisispora_phaffii-NC_016522.1-34658_35666 629
Vanderwaltozyma_polyspora-NW_001834692.1-34659_35675 626
Kazachstania_barnettii-NW_024545244.1-34666_35651 625
[Candida]_glabrata-NC_006028.2-34645_35648 631
Tetrapisispora_blattae-NC_020185.1-34644_35648 628
Naumovozyma_dairenensis-NC_016479.1-34626_35633 634
Torulaspora_globosa-NC_050729.1-34651_35654 629
Naumovozyma_castellii-NC_016492.1-34630_35637 634
Kazachstania_naganishii-NC_035922.1-34647_35654 626
Torulaspora_delbrueckii-NC_016506.1-34664_35674 626
Zygosaccharomyces_rouxii-NC_012995.1-31593_32597 625
Eremothecium_cymbalariae-NC_016452.1-34630_35615 633
Zygotorulaspora_mrakii-NC_050724.1-34665_35665 626
Kluyveromyces_lactis-NC_006040.1-34641_35632 636
Lachancea_thermotolerans-NC_013082.1-34631_35571 631
Kluyveromyces_marxianus-NC_036029.1-31618_32612 636
Eremothecium_gossypii-NC_005788.4-34502_35489 633
Lachancea_lanzarotensis-NW_019212881.1-34633_35556 631
Wickerhamomyces_ciferrii-NW_011887462.1-34108_35006 630
Wickerhamomyces_anomalus-NW_017567110.1-34923_35435 631
Artibeus_jamaicensis-NW_023563465.1-617_799 557
Suhomyces_tanzawaensis-NW_017963640.1-34012_34409 632
Ascoidea_rubescens-NW_017962914.1-35109_35362 632
Debaryomyces_fabryi-NW_015385648.1-2518_2815 632
                                                       .........610.......620.......630.......640.......650........

Target 3190
Tetrapisispora_phaffii-NC_016522.1-34658_35666 689
Vanderwaltozyma_polyspora-NW_001834692.1-34659_35675 686
Kazachstania_barnettii-NW_024545244.1-34666_35651 685
[Candida]_glabrata-NC_006028.2-34645_35648 691
Tetrapisispora_blattae-NC_020185.1-34644_35648 688
Naumovozyma_dairenensis-NC_016479.1-34626_35633 694
Torulaspora_globosa-NC_050729.1-34651_35654 689
Naumovozyma_castellii-NC_016492.1-34630_35637 694
Kazachstania_naganishii-NC_035922.1-34647_35654 686
Torulaspora_delbrueckii-NC_016506.1-34664_35674 686
Zygosaccharomyces_rouxii-NC_012995.1-31593_32597 685
Eremothecium_cymbalariae-NC_016452.1-34630_35615 693
Zygotorulaspora_mrakii-NC_050724.1-34665_35665 686
Kluyveromyces_lactis-NC_006040.1-34641_35632 696
Lachancea_thermotolerans-NC_013082.1-34631_35571 691
Kluyveromyces_marxianus-NC_036029.1-31618_32612 696
Eremothecium_gossypii-NC_005788.4-34502_35489 693
Lachancea_lanzarotensis-NW_019212881.1-34633_35556 691
Wickerhamomyces_ciferrii-NW_011887462.1-34108_35006 690
Wickerhamomyces_anomalus-NW_017567110.1-34923_35435 691
Artibeus_jamaicensis-NW_023563465.1-617_799 557
Suhomyces_tanzawaensis-NW_017963640.1-34012_34409 692
Ascoidea_rubescens-NW_017962914.1-35109_35362 692
Debaryomyces_fabryi-NW_015385648.1-2518_2815 692
                                                       .........670.......680.......690.......700.......710........

Target 3238
Tetrapisispora_phaffii-NC_016522.1-34658_35666 746
Vanderwaltozyma_polyspora-NW_001834692.1-34659_35675 740
Kazachstania_barnettii-NW_024545244.1-34666_35651 739
[Candida]_glabrata-NC_006028.2-34645_35648 742
Tetrapisispora_blattae-NC_020185.1-34644_35648 742
Naumovozyma_dairenensis-NC_016479.1-34626_35633 748
Torulaspora_globosa-NC_050729.1-34651_35654 737
Naumovozyma_castellii-NC_016492.1-34630_35637 748
Kazachstania_naganishii-NC_035922.1-34647_35654 740
Torulaspora_delbrueckii-NC_016506.1-34664_35674 740
Zygosaccharomyces_rouxii-NC_012995.1-31593_32597 739
Eremothecium_cymbalariae-NC_016452.1-34630_35615 741
Zygotorulaspora_mrakii-NC_050724.1-34665_35665 740
Kluyveromyces_lactis-NC_006040.1-34641_35632 738
Lachancea_thermotolerans-NC_013082.1-34631_35571 742
Kluyveromyces_marxianus-NC_036029.1-31618_32612 738
Eremothecium_gossypii-NC_005788.4-34502_35489 741
Lachancea_lanzarotensis-NW_019212881.1-34633_35556 742
Wickerhamomyces_ciferrii-NW_011887462.1-34108_35006 741
Wickerhamomyces_anomalus-NW_017567110.1-34923_35435 742
Artibeus_jamaicensis-NW_023563465.1-617_799 557
Suhomyces_tanzawaensis-NW_017963640.1-34012_34409 749
Ascoidea_rubescens-NW_017962914.1-35109_35362 747
Debaryomyces_fabryi-NW_015385648.1-2518_2815 752
                                                       .........730.......740.......750.......760.......770........

Target 3298
Tetrapisispora_phaffii-NC_016522.1-34658_35666 806
Vanderwaltozyma_polyspora-NW_001834692.1-34659_35675 800
Kazachstania_barnettii-NW_024545244.1-34666_35651 799
[Candida]_glabrata-NC_006028.2-34645_35648 802
Tetrapisispora_blattae-NC_020185.1-34644_35648 802
Naumovozyma_dairenensis-NC_016479.1-34626_35633 808
Torulaspora_globosa-NC_050729.1-34651_35654 797
Naumovozyma_castellii-NC_016492.1-34630_35637 808
Kazachstania_naganishii-NC_035922.1-34647_35654 800
Torulaspora_delbrueckii-NC_016506.1-34664_35674 800
Zygosaccharomyces_rouxii-NC_012995.1-31593_32597 799
Eremothecium_cymbalariae-NC_016452.1-34630_35615 801
Zygotorulaspora_mrakii-NC_050724.1-34665_35665 800
Kluyveromyces_lactis-NC_006040.1-34641_35632 798
Lachancea_thermotolerans-NC_013082.1-34631_35571 802
Kluyveromyces_marxianus-NC_036029.1-31618_32612 798
Eremothecium_gossypii-NC_005788.4-34502_35489 801
Lachancea_lanzarotensis-NW_019212881.1-34633_35556 802
Wickerhamomyces_ciferrii-NW_011887462.1-34108_35006 801
Wickerhamomyces_anomalus-NW_017567110.1-34923_35435 802
Artibeus_jamaicensis-NW_023563465.1-617_799 557
Suhomyces_tanzawaensis-NW_017963640.1-34012_34409 809
Ascoidea_rubescens-NW_017962914.1-35109_35362 802
Debaryomyces_fabryi-NW_015385648.1-2518_2815 812
                                                       .........790.......800.......810.......820.......830........

Target 3358
Tetrapisispora_phaffii-NC_016522.1-34658_35666 866
Vanderwaltozyma_polyspora-NW_001834692.1-34659_35675 860
Kazachstania_barnettii-NW_024545244.1-34666_35651 859
[Candida]_glabrata-NC_006028.2-34645_35648 862
Tetrapisispora_blattae-NC_020185.1-34644_35648 862
Naumovozyma_dairenensis-NC_016479.1-34626_35633 868
Torulaspora_globosa-NC_050729.1-34651_35654 857
Naumovozyma_castellii-NC_016492.1-34630_35637 868
Kazachstania_naganishii-NC_035922.1-34647_35654 860
Torulaspora_delbrueckii-NC_016506.1-34664_35674 860
Zygosaccharomyces_rouxii-NC_012995.1-31593_32597 859
Eremothecium_cymbalariae-NC_016452.1-34630_35615 858
Zygotorulaspora_mrakii-NC_050724.1-34665_35665 860
Kluyveromyces_lactis-NC_006040.1-34641_35632 858
Lachancea_thermotolerans-NC_013082.1-34631_35571 862
Kluyveromyces_marxianus-NC_036029.1-31618_32612 858
Eremothecium_gossypii-NC_005788.4-34502_35489 858
Lachancea_lanzarotensis-NW_019212881.1-34633_35556 862
Wickerhamomyces_ciferrii-NW_011887462.1-34108_35006 861
Wickerhamomyces_anomalus-NW_017567110.1-34923_35435 859
Artibeus_jamaicensis-NW_023563465.1-617_799 557
Suhomyces_tanzawaensis-NW_017963640.1-34012_34409 869
Ascoidea_rubescens-NW_017962914.1-35109_35362 862
Debaryomyces_fabryi-NW_015385648.1-2518_2815 872
                                                       .........850.......860.......870.......880.......890........

Target 3405
Tetrapisispora_phaffii-NC_016522.1-34658_35666 913
Vanderwaltozyma_polyspora-NW_001834692.1-34659_35675 916
Kazachstania_barnettii-NW_024545244.1-34666_35651 915
[Candida]_glabrata-NC_006028.2-34645_35648 912
Tetrapisispora_blattae-NC_020185.1-34644_35648 912
Naumovozyma_dairenensis-NC_016479.1-34626_35633 912
Torulaspora_globosa-NC_050729.1-34651_35654 910
Naumovozyma_castellii-NC_016492.1-34630_35637 912
Kazachstania_naganishii-NC_035922.1-34647_35654 913
Torulaspora_delbrueckii-NC_016506.1-34664_35674 913
Zygosaccharomyces_rouxii-NC_012995.1-31593_32597 915
Eremothecium_cymbalariae-NC_016452.1-34630_35615 905
Zygotorulaspora_mrakii-NC_050724.1-34665_35665 913
Kluyveromyces_lactis-NC_006040.1-34641_35632 905
Lachancea_thermotolerans-NC_013082.1-34631_35571 909
Kluyveromyces_marxianus-NC_036029.1-31618_32612 905
Eremothecium_gossypii-NC_005788.4-34502_35489 905
Lachancea_lanzarotensis-NW_019212881.1-34633_35556 909
Wickerhamomyces_ciferrii-NW_011887462.1-34108_35006 905
Wickerhamomyces_anomalus-NW_017567110.1-34923_35435 903
Artibeus_jamaicensis-NW_023563465.1-617_799 557
Suhomyces_tanzawaensis-NW_017963640.1-34012_34409 913
Ascoidea_rubescens-NW_017962914.1-35109_35362 917
Debaryomyces_fabryi-NW_015385648.1-2518_2815 916
                                                       .........910.......920.......930.......940.......950........

Target 3465
Tetrapisispora_phaffii-NC_016522.1-34658_35666 973
Vanderwaltozyma_polyspora-NW_001834692.1-34659_35675 976
Kazachstania_barnettii-NW_024545244.1-34666_35651 975
[Candida]_glabrata-NC_006028.2-34645_35648 972
Tetrapisispora_blattae-NC_020185.1-34644_35648 972
Naumovozyma_dairenensis-NC_016479.1-34626_35633 972
Torulaspora_globosa-NC_050729.1-34651_35654 970
Naumovozyma_castellii-NC_016492.1-34630_35637 972
Kazachstania_naganishii-NC_035922.1-34647_35654 973
Torulaspora_delbrueckii-NC_016506.1-34664_35674 973
Zygosaccharomyces_rouxii-NC_012995.1-31593_32597 975
Eremothecium_cymbalariae-NC_016452.1-34630_35615 965
Zygotorulaspora_mrakii-NC_050724.1-34665_35665 973
Kluyveromyces_lactis-NC_006040.1-34641_35632 965
Lachancea_thermotolerans-NC_013082.1-34631_35571 969
Kluyveromyces_marxianus-NC_036029.1-31618_32612 965
Eremothecium_gossypii-NC_005788.4-34502_35489 965
Lachancea_lanzarotensis-NW_019212881.1-34633_35556 969
Wickerhamomyces_ciferrii-NW_011887462.1-34108_35006 965
Wickerhamomyces_anomalus-NW_017567110.1-34923_35435 963
Artibeus_jamaicensis-NW_023563465.1-617_799 557
Suhomyces_tanzawaensis-NW_017963640.1-34012_34409 973
Ascoidea_rubescens-NW_017962914.1-35109_35362 977
Debaryomyces_fabryi-NW_015385648.1-2518_2815 976
                                                       .........970.......980.......990.......1000......1010.......

Target 3500
Tetrapisispora_phaffii-NC_016522.1-34658_35666 1002
Vanderwaltozyma_polyspora-NW_001834692.1-34659_35675 1002
Kazachstania_barnettii-NW_024545244.1-34666_35651 1003
[Candida]_glabrata-NC_006028.2-34645_35648 1003
Tetrapisispora_blattae-NC_020185.1-34644_35648 1003
Naumovozyma_dairenensis-NC_016479.1-34626_35633 1003
Torulaspora_globosa-NC_050729.1-34651_35654 1002
Naumovozyma_castellii-NC_016492.1-34630_35637 1003
Kazachstania_naganishii-NC_035922.1-34647_35654 1002
Torulaspora_delbrueckii-NC_016506.1-34664_35674 1002
Zygosaccharomyces_rouxii-NC_012995.1-31593_32597 1003
Eremothecium_cymbalariae-NC_016452.1-34630_35615 1001
Zygotorulaspora_mrakii-NC_050724.1-34665_35665 1002
Kluyveromyces_lactis-NC_006040.1-34641_35632 1001
Lachancea_thermotolerans-NC_013082.1-34631_35571 1003
Kluyveromyces_marxianus-NC_036029.1-31618_32612 1001
Eremothecium_gossypii-NC_005788.4-34502_35489 1001
Lachancea_lanzarotensis-NW_019212881.1-34633_35556 1003
Wickerhamomyces_ciferrii-NW_011887462.1-34108_35006 1001
Wickerhamomyces_anomalus-NW_017567110.1-34923_35435 1003
Artibeus_jamaicensis-NW_023563465.1-617_799 557
Suhomyces_tanzawaensis-NW_017963640.1-34012_34409 1002
Ascoidea_rubescens-NW_017962914.1-35109_35362 1002
Debaryomyces_fabryi-NW_015385648.1-2518_2815 1002
                                                       .........1030......1040......1050......1

                                                                                   T

                                                                                    *
                                                                                    AG
                                                                                   TAA
                                                                                   TAA
                                                                                   TAA
                                                                                   AAT
                                                                                   AAT
                                                                                   TAA
                                                                                   AAA
                                                                                   TAA
                                                                                   TAT
                                                                                   AAG
                                                                                   AAG
                                                                                   TAG
                                                                                   AAA
                                                                                   TAC
                                                                                   TAA
                                                                                   TAG
                                                                                   AAC
                                                                                   TAT
                                                                                   AAA
                                                                                   AAG
                                                                                   ---
                                                                                   AAA
                                                                                   AAC
                                                                                   AAA

Frame +2 p = 2.8e-04

                               A

                                T
                                CG
                               ACG
                               ATA
                               ACT
                               ACA
                               ACA
                               ATA
                               ACT
                               ACG
                               ACT
                               ACA
                               ATA
                               ACT
                               ATA
                               ACA
                               GTG
                               ACG
                               ACT
                               ACG
                               ACA
                               ACA
                               ---
                               ACG
                               TTG
                               ACA

                                  T

                                   S
                                   CT
                                  TCA
                                  TCA
                                  TCG
                                  TCC
                                  TCA
                                  TCA
                                  CCG
                                  TCC
                                  TCT
                                  CCA
                                  TCA
                                  TTG
                                  TCT
                                  GTG
                                  TTG
                                  GTA
                                  TTG
                                  ACA
                                  TGT
                                  TTT
                                  ---
                                  C--
                                  TTA
                                  CCC

                                     G

                                      G
                                      GG
                                     AAG
                                     AAC
                                     GTA
                                     CCA
                                     TCT
                                     TCT
                                     ACA
                                     GAC
                                     GGT
                                     ATA
                                     GTT
                                     ---
                                     ACG
                                     TCC
                                     TTT
                                     TCT
                                     ---
                                     CTT
                                     TTT
                                     TTC
                                     ---
                                     -CA
                                     TTA
                                     CCG

                                        CC-----

                                               P
                                               -------T
                                        ACATCGTC---GCCA
                                        GAC---TT---ACCA
                                        TCT---TG---TTTA
                                        TT---------CTTA
                                        GAT---CC---ATCT
                                        GTA---GT---TTTG
                                        TCG---CT---C---
                                        GAT---GT---TTTA
                                        TCG---CT---CTTT
                                        TTG---TT---CTTC
                                        CCA---CC---TTTA
                                        TG---------ATCG
                                        TCA---CT---TTTG
                                        ---------------
                                        TC---------CTTG
                                        ---------------
                                        TC---------TCCA
                                        TC---------GTTG
                                        TT---------ATCA
                                        TT---------ATCA
                                        ---------------
                                        TTGGAATCGTCAGAC
                                        GACGTAGTATTAT--
                                        TTAGAGTCATCAGAT

                                                       C

                                                        P
                                                        CT
                                                       CTT
                                                       TTT
                                                       CCT
                                                       CCC
                                                       TTT
                                                       TCT
                                                       ---
                                                       TCT
                                                       TCT
                                                       TCT
                                                       CTT
                                                       GGT
                                                       TTT
                                                       ---
                                                       CCT
                                                       ---
                                                       GAT
                                                       CCT
                                                       CCT
                                                       CCT
                                                       ---
                                                       TTT
                                                       ---
                                                       TTT

                                                          T

                                                           L
                                                           T

A

                                                          TT

T

                                                          TT

A

                                                          TT

A

                                                          TT

A

                                                          TT

A

                                                          TT

A

                                                          TT

G

                                                          TT

A

                                                          TT

A

                                                          TT

G

                                                          CT

G

                                                          TT

G

                                                          CG

T

                                                          TT

A

                                                          CT

A

                                                          TG

A

                                                          TT

G

                                                          TT

G

                                                          TT

A

                                                          TT

A

                                                          --

-

                                                          AA

T

                                                          TT

C

                                                          AA

T

 T

  F
  TT
 GAT
 GAC
 GAT
 GTC
 GTT
 GAT
 GTC
 GAG
 CTT
 GTT
 GAT
 CTT
 GAT
 TTC
 TGC
 TTC
 GCT
 GTT
 GTT
 GTC
 ---
 TTC
 CAA
 CTT

    T

     L
     TG
    TTA
    TTG
    TTA
    TTG
    TTA
    TCA
    TTA
    TTC
    TTG
    TTG
    TTG
    TTA
    TTG
    TTG
    TTC
    TTG
    TTC
    TTG
    TTA
    TTA
    ---
    CTA
    ATG
    TTA

       T

        F
        TT
       TTT
       CTC
       CTT
       TTT
       TTC
       TTC
       TTC
       TGT
       CTC
       TTC
       TTT
       TCC
       TTC
       CTC
       GTC
       CTC
       TCC
       GGA
       CCA
       CCC
       ---
       CCC
       AAA
       CCC

          A

           K
           AA
          AGA
          AAA
          AAA
          AAA
          AAG
          AGA
          AAA
          AGG
          AAA
          AAA
          AAA
          CAA
          AAA
          AAG
          AAA
          AAG
          CAA
          AAG
          AGA
          AAG
          ---
          AAG
          CTA
          AAA

             T

              F
              TC
             TTT
             TTC
             TTC
             TTC
             TTT
             TTC
             TTT
             TTC
             TTT
             TTT
             TTC
             TTT
             TTC
             TTT
             TTT
             TTT
             TTT
             TTA
             GTC
             TTC
             ---
             TTT
             TCA
             TTC

                T

                 L
                 TA
                TTG
                TTA
                TTA
                TTG
                TTG
                TTG
                TTG
                TTA
                TTG
                TTG
                TTG
                TTG
                TTG
                TTG
                TTG
                TTA
                TTG
                CGG
                TTG
                TTG
                ---
                CTC
                ATG
                CTT

                   A

                    K
                    AG
                   AAA
                   AAT
                   AAG
                   AAA
                   AAA
                   AAT
                   AAA
                   AAA
                   AAA
                   AAG
                   AAG
                   AAT
                   AAC
                   AAT
                   AAA
                   AAT
                   AAA
                   AAA
                   AAT
                   AAT
                   ---
                   ACC
                   AAT
                   ACT

                      A

                       T
                       CT
                      GCT
                      ACT
                      ACA
                      ACC
                      ACA
                      ACA
                      ACC
                      ACA
                      ACC
                      ACA
                      ACA
                      ACA
                      ACA
                      ACT
                      ACA
                      ACC
                      ACT
                      ACC
                      AAT
                      AAT
                      ---
                      AAC
                      AGT
                      AAC

                         A

                          N
                          AT
                         AAT
                         GAC
                         AGC
                         AGT
                         AGT
                         AGT
                         AGC
                         AGT
                         AGC
                         AGC
                         AGC
                         AGT
                         AGC
                         AAT
                         AGT
                         AAC
                         AAC
                         AGC
                         TTT
                         TTT
                         ---
                         TTT
                         TAT
                         TTT

                            T

                             S
                             CC
                            TCG
                            TCG
                            TCC
                            TCT
                            TCT
                            TCC
                            TCG
                            TCT
                            TCT
                            TCG
                            TCT
                            TCA
                            TCC
                            TCG
                            TCA
                            TCA
                            TCT
                            TCA
                            TCA
                            TCA
                            ---
                            TCT
                            TTT
                            TCA

                               G

                                V
                                TT
                               GTT
                               GTC
                               GTC
                               GTT
                               GTT
                               GTT
                               GTT
                               GTC
                               GTC
                               GTC
                               GTT
                               GTC
                               GTT
                               GTC
                               GTC
                               GTT
                               GTT
                               GTC
                               GTT
                               GTC
                               ---
                               GTT
                               CGT
                               GTT

                                  T

                                   L
                                   TA
                                  TTT
                                  TTC
                                  TTA
                                  TTG
                                  TTA
                                  TTG
                                  TTG
                                  TTG
                                  TTA
                                  TTT
                                  TTG
                                  TTC
                                  TTT
                                  TTC
                                  TTG
                                  TTT
                                  TTG
                                  TTT
                                  TTA
                                  TTA
                                  ---
                                  TTG
                                  TTT
                                  TTA

                                     G

                                      D
                                      AT
                                     GAT
                                     GAT
                                     GAT
                                     GAG
                                     GAG
                                     GAA
                                     GAT
                                     GAA
                                     GAT
                                     GAA
                                     GAA
                                     GAT
                                     GAA
                                     GAA
                                     GAG
                                     GAA
                                     GAA
                                     GAT
                                     TTT
                                     TTG
                                     ---
                                     GTG
                                     CGG
                                     GTA

                                        G

                                         E
                                         AA
                                        GAA
                                        GAT
                                        GAT
                                        GAG
                                        GAT
                                        GCA
                                        GAA
                                        GCA
                                        GCT
                                        GAA
                                        GAC
                                        GAA
                                        GAA
                                        GAA
                                        GAT
                                        GAA
                                        GAT
                                        GAA
                                        GAA
                                        GAG
                                        ---
                                        GAC
                                        GT-
                                        GAC

                                           A

                                            I
                                            TT
                                           ATC
                                           ATC
                                           ATT
                                           ATT
                                           ATT
                                           ATT
                                           ATT
                                           ATC
                                           ATC
                                           ATT
                                           ATT
                                           ATT
                                           ATT
                                           ATT
                                           ATT
                                           ATT
                                           ATC
                                           ATC
                                           ATT
                                           ATC
                                           ---
                                           ATT
                                           ---
                                           ATT

                                              T

                                               S
                                               CT
                                              TCT
                                              TCC
                                              TCT
                                              TCT
                                              TCC
                                              TGC
                                              TCC
                                              TCT
                                              TCT
                                              TCC
                                              TCC
                                              TCT
                                              TCT
                                              TGC
                                              TCT
                                              TGC
                                              TCT
                                              TCT
                                              TCC
                                              TCC
                                              ---
                                              TCC
                                              -TT
                                              TCC

                                                 T

                                                  F
                                                  TT
                                                 TTT
                                                 TTT
                                                 TTG
                                                 TTG
                                                 TTG
                                                 TTG
                                                 TTG
                                                 TTG
                                                 TTC
                                                 TTT
                                                 TTA
                                                 TTG
                                                 TTA
                                                 TTA
                                                 TTG
                                                 TTG
                                                 TTC
                                                 TTG
                                                 TTT
                                                 TTT
                                                 ---
                                                 TTT
                                                 CTC
                                                 TTT

                                                    G

                                                     E
                                                     AG
                                                    GAC
                                                    GAA
                                                    GAG
                                                    GAA
                                                    GAT
                                                    GAG
                                                    GAA
                                                    GAA
                                                    GAA
                                                    GAA
                                                    GAT
                                                    GAA
                                                    GAA
                                                    GAC
                                                    GAT
                                                    GAA
                                                    GAT
                                                    GAA
                                                    GAT
                                                    GAT
                                                    ---
                                                    GAA
                                                    AAT
                                                    GAA

                                                       A

                                                        T
                                                        CT
                                                       ACT
                                                       ACT
                                                       ACC
                                                       ACT
                                                       ACT
                                                       ACT
                                                       ACT
                                                       ACT
                                                       ACT
                                                       ACC
                                                       ACT
                                                       ACT
                                                       ACT
                                                       ACT
                                                       ACC
                                                       ACT
                                                       AAC
                                                       ACC
                                                       GCT
                                                       GCT
                                                       ---
                                                       GCA
                                                       TCC
                                                       GCA

                                                          T

                                                           *
                                                           G

A

                                                          TC

T

                                                          TG

C

                                                          TG

C

                                                          TG

C

                                                          TG

C

                                                          TG

C

                                                          TG

C

                                                          TG

C

                                                          TG

C

                                                          TG

C

                                                          TG

C

                                                          TG

C

                                                          TG

C

                                                          TG

G

                                                          TG

C

                                                          TG

A

                                                          TG

C

                                                          TG

C

                                                          TG

A

                                                          TG

A

                                                          --

-

                                                          AA

G

                                                          TC

G

                                                          TG

A