Target 500
Naumovozyma_castellii-NC_016492.1-32749_33233 1
Tetrapisispora_phaffii-NC_016522.1-32745_33247 1
Kazachstania_africana-NC_018941.1-32760_33276 1
Naumovozyma_dairenensis-NC_016479.1-32589_33112 1
Tetrapisispora_blattae-NC_020185.1-32682_33187 1
[Candida]_glabrata-NC_006028.2-32783_33269 1
Torulaspora_delbrueckii-NC_016506.1-32721_33211 1
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 1
Kazachstania_barnettii-NW_024545244.1-32719_33254 1
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 1
Torulaspora_globosa-NC_050729.1-32677_33148 1
Kazachstania_naganishii-NC_035922.1-32967_33259 1
Kluyveromyces_lactis-NC_006040.1-33471_33661 1
Hyphopichia_burtonii-NW_017963729.1-33471_33646 61
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 1
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 52
Eremothecium_cymbalariae-NC_016452.1-33471_33655 13
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 1
Ascoidea_rubescens-NW_017962914.1-33471_33620 4
Lachancea_thermotolerans-NC_013082.1-33471_33651 18
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 1
Aspergillus_japonicus-NW_020291644.1-33471_33581 1
Penicillium_digitatum-NW_014574587.1-33471_33563 16
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 52
                                                      .........10........20........30........40........50.........

Target 500
Naumovozyma_castellii-NC_016492.1-32749_33233 1
Tetrapisispora_phaffii-NC_016522.1-32745_33247 1
Kazachstania_africana-NC_018941.1-32760_33276 1
Naumovozyma_dairenensis-NC_016479.1-32589_33112 1
Tetrapisispora_blattae-NC_020185.1-32682_33187 1
[Candida]_glabrata-NC_006028.2-32783_33269 1
Torulaspora_delbrueckii-NC_016506.1-32721_33211 1
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 1
Kazachstania_barnettii-NW_024545244.1-32719_33254 1
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 1
Torulaspora_globosa-NC_050729.1-32677_33148 1
Kazachstania_naganishii-NC_035922.1-32967_33259 1
Kluyveromyces_lactis-NC_006040.1-33471_33661 1
Hyphopichia_burtonii-NW_017963729.1-33471_33646 121
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 1
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 112
Eremothecium_cymbalariae-NC_016452.1-33471_33655 73
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 1
Ascoidea_rubescens-NW_017962914.1-33471_33620 64
Lachancea_thermotolerans-NC_013082.1-33471_33651 73
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 1
Aspergillus_japonicus-NW_020291644.1-33471_33581 1
Penicillium_digitatum-NW_014574587.1-33471_33563 16
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 112
                                                      .........70........80........90........100.......110........

Target 508
Naumovozyma_castellii-NC_016492.1-32749_33233 10
Tetrapisispora_phaffii-NC_016522.1-32745_33247 10
Kazachstania_africana-NC_018941.1-32760_33276 10
Naumovozyma_dairenensis-NC_016479.1-32589_33112 10
Tetrapisispora_blattae-NC_020185.1-32682_33187 10
[Candida]_glabrata-NC_006028.2-32783_33269 10
Torulaspora_delbrueckii-NC_016506.1-32721_33211 10
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 10
Kazachstania_barnettii-NW_024545244.1-32719_33254 1
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 10
Torulaspora_globosa-NC_050729.1-32677_33148 10
Kazachstania_naganishii-NC_035922.1-32967_33259 10
Kluyveromyces_lactis-NC_006040.1-33471_33661 55
Hyphopichia_burtonii-NW_017963729.1-33471_33646 181
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 1
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 172
Eremothecium_cymbalariae-NC_016452.1-33471_33655 133
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 1
Ascoidea_rubescens-NW_017962914.1-33471_33620 124
Lachancea_thermotolerans-NC_013082.1-33471_33651 133
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 1
Aspergillus_japonicus-NW_020291644.1-33471_33581 1
Penicillium_digitatum-NW_014574587.1-33471_33563 35
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 172
                                                      .........130.......140.......150.......160.......170........

Target 568
Naumovozyma_castellii-NC_016492.1-32749_33233 70
Tetrapisispora_phaffii-NC_016522.1-32745_33247 70
Kazachstania_africana-NC_018941.1-32760_33276 70
Naumovozyma_dairenensis-NC_016479.1-32589_33112 70
Tetrapisispora_blattae-NC_020185.1-32682_33187 70
[Candida]_glabrata-NC_006028.2-32783_33269 70
Torulaspora_delbrueckii-NC_016506.1-32721_33211 70
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 70
Kazachstania_barnettii-NW_024545244.1-32719_33254 58
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 70
Torulaspora_globosa-NC_050729.1-32677_33148 70
Kazachstania_naganishii-NC_035922.1-32967_33259 70
Kluyveromyces_lactis-NC_006040.1-33471_33661 115
Hyphopichia_burtonii-NW_017963729.1-33471_33646 241
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 58
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 232
Eremothecium_cymbalariae-NC_016452.1-33471_33655 193
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 58
Ascoidea_rubescens-NW_017962914.1-33471_33620 184
Lachancea_thermotolerans-NC_013082.1-33471_33651 193
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 21
Aspergillus_japonicus-NW_020291644.1-33471_33581 24
Penicillium_digitatum-NW_014574587.1-33471_33563 95
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 232
                                                      .........190.......200.......210.......220.......230........

Target 628
Naumovozyma_castellii-NC_016492.1-32749_33233 130
Tetrapisispora_phaffii-NC_016522.1-32745_33247 130
Kazachstania_africana-NC_018941.1-32760_33276 130
Naumovozyma_dairenensis-NC_016479.1-32589_33112 130
Tetrapisispora_blattae-NC_020185.1-32682_33187 130
[Candida]_glabrata-NC_006028.2-32783_33269 130
Torulaspora_delbrueckii-NC_016506.1-32721_33211 130
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 130
Kazachstania_barnettii-NW_024545244.1-32719_33254 118
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 130
Torulaspora_globosa-NC_050729.1-32677_33148 130
Kazachstania_naganishii-NC_035922.1-32967_33259 130
Kluyveromyces_lactis-NC_006040.1-33471_33661 175
Hyphopichia_burtonii-NW_017963729.1-33471_33646 301
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 118
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 292
Eremothecium_cymbalariae-NC_016452.1-33471_33655 253
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 118
Ascoidea_rubescens-NW_017962914.1-33471_33620 244
Lachancea_thermotolerans-NC_013082.1-33471_33651 253
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 81
Aspergillus_japonicus-NW_020291644.1-33471_33581 84
Penicillium_digitatum-NW_014574587.1-33471_33563 155
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 292
                                                      .........250.......260.......270.......280.......290........

Target 688
Naumovozyma_castellii-NC_016492.1-32749_33233 190
Tetrapisispora_phaffii-NC_016522.1-32745_33247 190
Kazachstania_africana-NC_018941.1-32760_33276 190
Naumovozyma_dairenensis-NC_016479.1-32589_33112 190
Tetrapisispora_blattae-NC_020185.1-32682_33187 190
[Candida]_glabrata-NC_006028.2-32783_33269 190
Torulaspora_delbrueckii-NC_016506.1-32721_33211 190
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 190
Kazachstania_barnettii-NW_024545244.1-32719_33254 178
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 190
Torulaspora_globosa-NC_050729.1-32677_33148 190
Kazachstania_naganishii-NC_035922.1-32967_33259 190
Kluyveromyces_lactis-NC_006040.1-33471_33661 235
Hyphopichia_burtonii-NW_017963729.1-33471_33646 361
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 178
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 352
Eremothecium_cymbalariae-NC_016452.1-33471_33655 313
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 178
Ascoidea_rubescens-NW_017962914.1-33471_33620 304
Lachancea_thermotolerans-NC_013082.1-33471_33651 313
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 141
Aspergillus_japonicus-NW_020291644.1-33471_33581 144
Penicillium_digitatum-NW_014574587.1-33471_33563 214
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 352
                                                      .........310.......320.......330.......340.......350........

Target 696
Naumovozyma_castellii-NC_016492.1-32749_33233 198
Tetrapisispora_phaffii-NC_016522.1-32745_33247 198
Kazachstania_africana-NC_018941.1-32760_33276 198
Naumovozyma_dairenensis-NC_016479.1-32589_33112 198
Tetrapisispora_blattae-NC_020185.1-32682_33187 198
[Candida]_glabrata-NC_006028.2-32783_33269 198
Torulaspora_delbrueckii-NC_016506.1-32721_33211 198
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 198
Kazachstania_barnettii-NW_024545244.1-32719_33254 186
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 198
Torulaspora_globosa-NC_050729.1-32677_33148 198
Kazachstania_naganishii-NC_035922.1-32967_33259 198
Kluyveromyces_lactis-NC_006040.1-33471_33661 243
Hyphopichia_burtonii-NW_017963729.1-33471_33646 369
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 186
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 360
Eremothecium_cymbalariae-NC_016452.1-33471_33655 321
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 186
Ascoidea_rubescens-NW_017962914.1-33471_33620 312
Lachancea_thermotolerans-NC_013082.1-33471_33651 321
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 192
Aspergillus_japonicus-NW_020291644.1-33471_33581 204
Penicillium_digitatum-NW_014574587.1-33471_33563 240
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 360
                                                      .........370.......380.......390.......400.......410........

Target 705
Naumovozyma_castellii-NC_016492.1-32749_33233 207
Tetrapisispora_phaffii-NC_016522.1-32745_33247 207
Kazachstania_africana-NC_018941.1-32760_33276 207
Naumovozyma_dairenensis-NC_016479.1-32589_33112 207
Tetrapisispora_blattae-NC_020185.1-32682_33187 207
[Candida]_glabrata-NC_006028.2-32783_33269 207
Torulaspora_delbrueckii-NC_016506.1-32721_33211 207
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 207
Kazachstania_barnettii-NW_024545244.1-32719_33254 219
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 207
Torulaspora_globosa-NC_050729.1-32677_33148 207
Kazachstania_naganishii-NC_035922.1-32967_33259 207
Kluyveromyces_lactis-NC_006040.1-33471_33661 285
Hyphopichia_burtonii-NW_017963729.1-33471_33646 390
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 207
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 381
Eremothecium_cymbalariae-NC_016452.1-33471_33655 342
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 207
Ascoidea_rubescens-NW_017962914.1-33471_33620 333
Lachancea_thermotolerans-NC_013082.1-33471_33651 342
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 252
Aspergillus_japonicus-NW_020291644.1-33471_33581 264
Penicillium_digitatum-NW_014574587.1-33471_33563 300
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 381
                                                      .........430.......440.......450.......460.......470........

Target 765
Naumovozyma_castellii-NC_016492.1-32749_33233 267
Tetrapisispora_phaffii-NC_016522.1-32745_33247 267
Kazachstania_africana-NC_018941.1-32760_33276 267
Naumovozyma_dairenensis-NC_016479.1-32589_33112 267
Tetrapisispora_blattae-NC_020185.1-32682_33187 267
[Candida]_glabrata-NC_006028.2-32783_33269 267
Torulaspora_delbrueckii-NC_016506.1-32721_33211 267
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 267
Kazachstania_barnettii-NW_024545244.1-32719_33254 279
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 267
Torulaspora_globosa-NC_050729.1-32677_33148 267
Kazachstania_naganishii-NC_035922.1-32967_33259 267
Kluyveromyces_lactis-NC_006040.1-33471_33661 345
Hyphopichia_burtonii-NW_017963729.1-33471_33646 450
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 267
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 441
Eremothecium_cymbalariae-NC_016452.1-33471_33655 402
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 267
Ascoidea_rubescens-NW_017962914.1-33471_33620 393
Lachancea_thermotolerans-NC_013082.1-33471_33651 402
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 312
Aspergillus_japonicus-NW_020291644.1-33471_33581 324
Penicillium_digitatum-NW_014574587.1-33471_33563 360
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 441
                                                      .........490.......500.......510.......520.......530........

Target 825
Naumovozyma_castellii-NC_016492.1-32749_33233 327
Tetrapisispora_phaffii-NC_016522.1-32745_33247 327
Kazachstania_africana-NC_018941.1-32760_33276 327
Naumovozyma_dairenensis-NC_016479.1-32589_33112 327
Tetrapisispora_blattae-NC_020185.1-32682_33187 327
[Candida]_glabrata-NC_006028.2-32783_33269 327
Torulaspora_delbrueckii-NC_016506.1-32721_33211 327
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 327
Kazachstania_barnettii-NW_024545244.1-32719_33254 339
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 327
Torulaspora_globosa-NC_050729.1-32677_33148 327
Kazachstania_naganishii-NC_035922.1-32967_33259 327
Kluyveromyces_lactis-NC_006040.1-33471_33661 405
Hyphopichia_burtonii-NW_017963729.1-33471_33646 510
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 327
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 501
Eremothecium_cymbalariae-NC_016452.1-33471_33655 462
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 327
Ascoidea_rubescens-NW_017962914.1-33471_33620 453
Lachancea_thermotolerans-NC_013082.1-33471_33651 462
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 372
Aspergillus_japonicus-NW_020291644.1-33471_33581 384
Penicillium_digitatum-NW_014574587.1-33471_33563 420
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 501
                                                      .........550.......560.......570.......580.......590........

Target 885
Naumovozyma_castellii-NC_016492.1-32749_33233 387
Tetrapisispora_phaffii-NC_016522.1-32745_33247 387
Kazachstania_africana-NC_018941.1-32760_33276 387
Naumovozyma_dairenensis-NC_016479.1-32589_33112 387
Tetrapisispora_blattae-NC_020185.1-32682_33187 387
[Candida]_glabrata-NC_006028.2-32783_33269 387
Torulaspora_delbrueckii-NC_016506.1-32721_33211 387
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 387
Kazachstania_barnettii-NW_024545244.1-32719_33254 399
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 387
Torulaspora_globosa-NC_050729.1-32677_33148 387
Kazachstania_naganishii-NC_035922.1-32967_33259 387
Kluyveromyces_lactis-NC_006040.1-33471_33661 465
Hyphopichia_burtonii-NW_017963729.1-33471_33646 570
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 387
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 561
Eremothecium_cymbalariae-NC_016452.1-33471_33655 522
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 387
Ascoidea_rubescens-NW_017962914.1-33471_33620 513
Lachancea_thermotolerans-NC_013082.1-33471_33651 522
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 432
Aspergillus_japonicus-NW_020291644.1-33471_33581 444
Penicillium_digitatum-NW_014574587.1-33471_33563 480
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 561
                                                      .........610.......620.......630.......640.......650........

Target 945
Naumovozyma_castellii-NC_016492.1-32749_33233 447
Tetrapisispora_phaffii-NC_016522.1-32745_33247 447
Kazachstania_africana-NC_018941.1-32760_33276 447
Naumovozyma_dairenensis-NC_016479.1-32589_33112 447
Tetrapisispora_blattae-NC_020185.1-32682_33187 447
[Candida]_glabrata-NC_006028.2-32783_33269 447
Torulaspora_delbrueckii-NC_016506.1-32721_33211 447
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 447
Kazachstania_barnettii-NW_024545244.1-32719_33254 459
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 447
Torulaspora_globosa-NC_050729.1-32677_33148 447
Kazachstania_naganishii-NC_035922.1-32967_33259 447
Kluyveromyces_lactis-NC_006040.1-33471_33661 525
Hyphopichia_burtonii-NW_017963729.1-33471_33646 630
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 447
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 621
Eremothecium_cymbalariae-NC_016452.1-33471_33655 582
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 447
Ascoidea_rubescens-NW_017962914.1-33471_33620 573
Lachancea_thermotolerans-NC_013082.1-33471_33651 582
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 492
Aspergillus_japonicus-NW_020291644.1-33471_33581 504
Penicillium_digitatum-NW_014574587.1-33471_33563 540
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 621
                                                      .........670.......680.......690.......700.......710........

Target 1005
Naumovozyma_castellii-NC_016492.1-32749_33233 507
Tetrapisispora_phaffii-NC_016522.1-32745_33247 507
Kazachstania_africana-NC_018941.1-32760_33276 507
Naumovozyma_dairenensis-NC_016479.1-32589_33112 507
Tetrapisispora_blattae-NC_020185.1-32682_33187 507
[Candida]_glabrata-NC_006028.2-32783_33269 507
Torulaspora_delbrueckii-NC_016506.1-32721_33211 507
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 507
Kazachstania_barnettii-NW_024545244.1-32719_33254 519
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 507
Torulaspora_globosa-NC_050729.1-32677_33148 507
Kazachstania_naganishii-NC_035922.1-32967_33259 507
Kluyveromyces_lactis-NC_006040.1-33471_33661 585
Hyphopichia_burtonii-NW_017963729.1-33471_33646 690
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 507
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 681
Eremothecium_cymbalariae-NC_016452.1-33471_33655 642
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 507
Ascoidea_rubescens-NW_017962914.1-33471_33620 633
Lachancea_thermotolerans-NC_013082.1-33471_33651 642
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 552
Aspergillus_japonicus-NW_020291644.1-33471_33581 564
Penicillium_digitatum-NW_014574587.1-33471_33563 600
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 681
                                                      .........730.......740.......750.......760.......770........

Target 1065
Naumovozyma_castellii-NC_016492.1-32749_33233 567
Tetrapisispora_phaffii-NC_016522.1-32745_33247 567
Kazachstania_africana-NC_018941.1-32760_33276 567
Naumovozyma_dairenensis-NC_016479.1-32589_33112 567
Tetrapisispora_blattae-NC_020185.1-32682_33187 567
[Candida]_glabrata-NC_006028.2-32783_33269 567
Torulaspora_delbrueckii-NC_016506.1-32721_33211 567
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 567
Kazachstania_barnettii-NW_024545244.1-32719_33254 579
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 567
Torulaspora_globosa-NC_050729.1-32677_33148 567
Kazachstania_naganishii-NC_035922.1-32967_33259 567
Kluyveromyces_lactis-NC_006040.1-33471_33661 645
Hyphopichia_burtonii-NW_017963729.1-33471_33646 750
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 567
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 741
Eremothecium_cymbalariae-NC_016452.1-33471_33655 702
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 567
Ascoidea_rubescens-NW_017962914.1-33471_33620 690
Lachancea_thermotolerans-NC_013082.1-33471_33651 702
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 612
Aspergillus_japonicus-NW_020291644.1-33471_33581 624
Penicillium_digitatum-NW_014574587.1-33471_33563 657
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 741
                                                      .........790.......800.......810.......820.......830........

Target 1117
Naumovozyma_castellii-NC_016492.1-32749_33233 601
Tetrapisispora_phaffii-NC_016522.1-32745_33247 595
Kazachstania_africana-NC_018941.1-32760_33276 588
Naumovozyma_dairenensis-NC_016479.1-32589_33112 620
Tetrapisispora_blattae-NC_020185.1-32682_33187 616
[Candida]_glabrata-NC_006028.2-32783_33269 569
Torulaspora_delbrueckii-NC_016506.1-32721_33211 621
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 623
Kazachstania_barnettii-NW_024545244.1-32719_33254 590
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 627
Torulaspora_globosa-NC_050729.1-32677_33148 627
Kazachstania_naganishii-NC_035922.1-32967_33259 576
Kluyveromyces_lactis-NC_006040.1-33471_33661 670
Hyphopichia_burtonii-NW_017963729.1-33471_33646 750
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 582
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 755
Eremothecium_cymbalariae-NC_016452.1-33471_33655 717
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 587
Ascoidea_rubescens-NW_017962914.1-33471_33620 698
Lachancea_thermotolerans-NC_013082.1-33471_33651 717
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 632
Aspergillus_japonicus-NW_020291644.1-33471_33581 644
Penicillium_digitatum-NW_014574587.1-33471_33563 677
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 761
                                                      .........850.......860.......870.......880.......890........

Target 1143
Naumovozyma_castellii-NC_016492.1-32749_33233 624
Tetrapisispora_phaffii-NC_016522.1-32745_33247 615
Kazachstania_africana-NC_018941.1-32760_33276 594
Naumovozyma_dairenensis-NC_016479.1-32589_33112 675
Tetrapisispora_blattae-NC_020185.1-32682_33187 639
[Candida]_glabrata-NC_006028.2-32783_33269 576
Torulaspora_delbrueckii-NC_016506.1-32721_33211 651
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 651
Kazachstania_barnettii-NW_024545244.1-32719_33254 600
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 687
Torulaspora_globosa-NC_050729.1-32677_33148 657
Kazachstania_naganishii-NC_035922.1-32967_33259 588
Kluyveromyces_lactis-NC_006040.1-33471_33661 670
Hyphopichia_burtonii-NW_017963729.1-33471_33646 750
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 582
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 755
Eremothecium_cymbalariae-NC_016452.1-33471_33655 717
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 587
Ascoidea_rubescens-NW_017962914.1-33471_33620 698
Lachancea_thermotolerans-NC_013082.1-33471_33651 717
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 642
Aspergillus_japonicus-NW_020291644.1-33471_33581 654
Penicillium_digitatum-NW_014574587.1-33471_33563 687
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 761
                                                      .........910.......920.......930.......940.......950........

Target 1203
Naumovozyma_castellii-NC_016492.1-32749_33233 684
Tetrapisispora_phaffii-NC_016522.1-32745_33247 675
Kazachstania_africana-NC_018941.1-32760_33276 654
Naumovozyma_dairenensis-NC_016479.1-32589_33112 735
Tetrapisispora_blattae-NC_020185.1-32682_33187 699
[Candida]_glabrata-NC_006028.2-32783_33269 636
Torulaspora_delbrueckii-NC_016506.1-32721_33211 711
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 711
Kazachstania_barnettii-NW_024545244.1-32719_33254 660
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 747
Torulaspora_globosa-NC_050729.1-32677_33148 717
Kazachstania_naganishii-NC_035922.1-32967_33259 648
Kluyveromyces_lactis-NC_006040.1-33471_33661 714
Hyphopichia_burtonii-NW_017963729.1-33471_33646 783
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 618
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 792
Eremothecium_cymbalariae-NC_016452.1-33471_33655 753
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 624
Ascoidea_rubescens-NW_017962914.1-33471_33620 735
Lachancea_thermotolerans-NC_013082.1-33471_33651 753
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 702
Aspergillus_japonicus-NW_020291644.1-33471_33581 705
Penicillium_digitatum-NW_014574587.1-33471_33563 744
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 792
                                                      .........970.......980.......990.......1000......1010.......

Target 1263
Naumovozyma_castellii-NC_016492.1-32749_33233 723
Tetrapisispora_phaffii-NC_016522.1-32745_33247 707
Kazachstania_africana-NC_018941.1-32760_33276 687
Naumovozyma_dairenensis-NC_016479.1-32589_33112 795
Tetrapisispora_blattae-NC_020185.1-32682_33187 741
[Candida]_glabrata-NC_006028.2-32783_33269 675
Torulaspora_delbrueckii-NC_016506.1-32721_33211 751
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 771
Kazachstania_barnettii-NW_024545244.1-32719_33254 701
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 783
Torulaspora_globosa-NC_050729.1-32677_33148 757
Kazachstania_naganishii-NC_035922.1-32967_33259 684
Kluyveromyces_lactis-NC_006040.1-33471_33661 753
Hyphopichia_burtonii-NW_017963729.1-33471_33646 798
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 647
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 799
Eremothecium_cymbalariae-NC_016452.1-33471_33655 782
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 631
Ascoidea_rubescens-NW_017962914.1-33471_33620 765
Lachancea_thermotolerans-NC_013082.1-33471_33651 782
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 747
Aspergillus_japonicus-NW_020291644.1-33471_33581 743
Penicillium_digitatum-NW_014574587.1-33471_33563 767
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 799
                                                      .........1030......1040......1050......1060......1070.......

Target 1281
Naumovozyma_castellii-NC_016492.1-32749_33233 723
Tetrapisispora_phaffii-NC_016522.1-32745_33247 707
Kazachstania_africana-NC_018941.1-32760_33276 687
Naumovozyma_dairenensis-NC_016479.1-32589_33112 846
Tetrapisispora_blattae-NC_020185.1-32682_33187 759
[Candida]_glabrata-NC_006028.2-32783_33269 675
Torulaspora_delbrueckii-NC_016506.1-32721_33211 774
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 831
Kazachstania_barnettii-NW_024545244.1-32719_33254 717
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 795
Torulaspora_globosa-NC_050729.1-32677_33148 792
Kazachstania_naganishii-NC_035922.1-32967_33259 684
Kluyveromyces_lactis-NC_006040.1-33471_33661 783
Hyphopichia_burtonii-NW_017963729.1-33471_33646 799
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 648
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 799
Eremothecium_cymbalariae-NC_016452.1-33471_33655 783
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 631
Ascoidea_rubescens-NW_017962914.1-33471_33620 783
Lachancea_thermotolerans-NC_013082.1-33471_33651 783
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 783
Aspergillus_japonicus-NW_020291644.1-33471_33581 783
Penicillium_digitatum-NW_014574587.1-33471_33563 783
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 799
                                                      .........1090......1100......1110......1120......1130.......

Target 1341
Naumovozyma_castellii-NC_016492.1-32749_33233 780
Tetrapisispora_phaffii-NC_016522.1-32745_33247 759
Kazachstania_africana-NC_018941.1-32760_33276 744
Naumovozyma_dairenensis-NC_016479.1-32589_33112 906
Tetrapisispora_blattae-NC_020185.1-32682_33187 819
[Candida]_glabrata-NC_006028.2-32783_33269 735
Torulaspora_delbrueckii-NC_016506.1-32721_33211 834
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 891
Kazachstania_barnettii-NW_024545244.1-32719_33254 777
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 855
Torulaspora_globosa-NC_050729.1-32677_33148 852
Kazachstania_naganishii-NC_035922.1-32967_33259 744
Kluyveromyces_lactis-NC_006040.1-33471_33661 843
Hyphopichia_burtonii-NW_017963729.1-33471_33646 843
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 708
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 843
Eremothecium_cymbalariae-NC_016452.1-33471_33655 843
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 669
Ascoidea_rubescens-NW_017962914.1-33471_33620 843
Lachancea_thermotolerans-NC_013082.1-33471_33651 843
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 843
Aspergillus_japonicus-NW_020291644.1-33471_33581 843
Penicillium_digitatum-NW_014574587.1-33471_33563 843
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 843
                                                      .........1150......1160......1170......1180......1190.......

Target 1401
Naumovozyma_castellii-NC_016492.1-32749_33233 840
Tetrapisispora_phaffii-NC_016522.1-32745_33247 819
Kazachstania_africana-NC_018941.1-32760_33276 804
Naumovozyma_dairenensis-NC_016479.1-32589_33112 966
Tetrapisispora_blattae-NC_020185.1-32682_33187 879
[Candida]_glabrata-NC_006028.2-32783_33269 795
Torulaspora_delbrueckii-NC_016506.1-32721_33211 894
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 951
Kazachstania_barnettii-NW_024545244.1-32719_33254 837
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 915
Torulaspora_globosa-NC_050729.1-32677_33148 912
Kazachstania_naganishii-NC_035922.1-32967_33259 804
Kluyveromyces_lactis-NC_006040.1-33471_33661 903
Hyphopichia_burtonii-NW_017963729.1-33471_33646 903
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 768
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 903
Eremothecium_cymbalariae-NC_016452.1-33471_33655 903
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 729
Ascoidea_rubescens-NW_017962914.1-33471_33620 903
Lachancea_thermotolerans-NC_013082.1-33471_33651 903
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 903
Aspergillus_japonicus-NW_020291644.1-33471_33581 903
Penicillium_digitatum-NW_014574587.1-33471_33563 903
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 903
                                                      .........1210......1220......1230......1240......1250.......

Target 1461
Naumovozyma_castellii-NC_016492.1-32749_33233 900
Tetrapisispora_phaffii-NC_016522.1-32745_33247 879
Kazachstania_africana-NC_018941.1-32760_33276 864
Naumovozyma_dairenensis-NC_016479.1-32589_33112 1002
Tetrapisispora_blattae-NC_020185.1-32682_33187 939
[Candida]_glabrata-NC_006028.2-32783_33269 855
Torulaspora_delbrueckii-NC_016506.1-32721_33211 954
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 1002
Kazachstania_barnettii-NW_024545244.1-32719_33254 897
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 975
Torulaspora_globosa-NC_050729.1-32677_33148 972
Kazachstania_naganishii-NC_035922.1-32967_33259 864
Kluyveromyces_lactis-NC_006040.1-33471_33661 963
Hyphopichia_burtonii-NW_017963729.1-33471_33646 963
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 828
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 963
Eremothecium_cymbalariae-NC_016452.1-33471_33655 963
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 789
Ascoidea_rubescens-NW_017962914.1-33471_33620 963
Lachancea_thermotolerans-NC_013082.1-33471_33651 963
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 963
Aspergillus_japonicus-NW_020291644.1-33471_33581 963
Penicillium_digitatum-NW_014574587.1-33471_33563 963
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 963
                                                      .........1270......1280......1290......1300......1310.......

Target 1500
Naumovozyma_castellii-NC_016492.1-32749_33233 960
Tetrapisispora_phaffii-NC_016522.1-32745_33247 939
Kazachstania_africana-NC_018941.1-32760_33276 924
Naumovozyma_dairenensis-NC_016479.1-32589_33112 1002
Tetrapisispora_blattae-NC_020185.1-32682_33187 999
[Candida]_glabrata-NC_006028.2-32783_33269 915
Torulaspora_delbrueckii-NC_016506.1-32721_33211 1002
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 1002
Kazachstania_barnettii-NW_024545244.1-32719_33254 957
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 1002
Torulaspora_globosa-NC_050729.1-32677_33148 1002
Kazachstania_naganishii-NC_035922.1-32967_33259 924
Kluyveromyces_lactis-NC_006040.1-33471_33661 1002
Hyphopichia_burtonii-NW_017963729.1-33471_33646 1002
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 888
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 1002
Eremothecium_cymbalariae-NC_016452.1-33471_33655 1002
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 849
Ascoidea_rubescens-NW_017962914.1-33471_33620 1002
Lachancea_thermotolerans-NC_013082.1-33471_33651 1002
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 1002
Aspergillus_japonicus-NW_020291644.1-33471_33581 1002
Penicillium_digitatum-NW_014574587.1-33471_33563 1002
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 1002
                                                      .........1330......1340......1350......1360......1370.......

Target 1500
Naumovozyma_castellii-NC_016492.1-32749_33233 1002
Tetrapisispora_phaffii-NC_016522.1-32745_33247 999
Kazachstania_africana-NC_018941.1-32760_33276 984
Naumovozyma_dairenensis-NC_016479.1-32589_33112 1002
Tetrapisispora_blattae-NC_020185.1-32682_33187 1002
[Candida]_glabrata-NC_006028.2-32783_33269 975
Torulaspora_delbrueckii-NC_016506.1-32721_33211 1002
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 1002
Kazachstania_barnettii-NW_024545244.1-32719_33254 1002
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 1002
Torulaspora_globosa-NC_050729.1-32677_33148 1002
Kazachstania_naganishii-NC_035922.1-32967_33259 984
Kluyveromyces_lactis-NC_006040.1-33471_33661 1002
Hyphopichia_burtonii-NW_017963729.1-33471_33646 1002
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 948
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 1002
Eremothecium_cymbalariae-NC_016452.1-33471_33655 1002
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 909
Ascoidea_rubescens-NW_017962914.1-33471_33620 1002
Lachancea_thermotolerans-NC_013082.1-33471_33651 1002
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 1002
Aspergillus_japonicus-NW_020291644.1-33471_33581 1002
Penicillium_digitatum-NW_014574587.1-33471_33563 1002
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 1002
                                                      .........1390......1400......1410......1420......1430.......

Target 1500
Naumovozyma_castellii-NC_016492.1-32749_33233 1002
Tetrapisispora_phaffii-NC_016522.1-32745_33247 1002
Kazachstania_africana-NC_018941.1-32760_33276 1002
Naumovozyma_dairenensis-NC_016479.1-32589_33112 1002
Tetrapisispora_blattae-NC_020185.1-32682_33187 1002
[Candida]_glabrata-NC_006028.2-32783_33269 1002
Torulaspora_delbrueckii-NC_016506.1-32721_33211 1002
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 1002
Kazachstania_barnettii-NW_024545244.1-32719_33254 1002
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 1002
Torulaspora_globosa-NC_050729.1-32677_33148 1002
Kazachstania_naganishii-NC_035922.1-32967_33259 1002
Kluyveromyces_lactis-NC_006040.1-33471_33661 1002
Hyphopichia_burtonii-NW_017963729.1-33471_33646 1002
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 1002
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 1002
Eremothecium_cymbalariae-NC_016452.1-33471_33655 1002
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 969
Ascoidea_rubescens-NW_017962914.1-33471_33620 1002
Lachancea_thermotolerans-NC_013082.1-33471_33651 1002
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 1002
Aspergillus_japonicus-NW_020291644.1-33471_33581 1002
Penicillium_digitatum-NW_014574587.1-33471_33563 1002
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 1002
                                                      .........1450......1460......1470......1480......1490.......

Target 1500
Naumovozyma_castellii-NC_016492.1-32749_33233 1002
Tetrapisispora_phaffii-NC_016522.1-32745_33247 1002
Kazachstania_africana-NC_018941.1-32760_33276 1002
Naumovozyma_dairenensis-NC_016479.1-32589_33112 1002
Tetrapisispora_blattae-NC_020185.1-32682_33187 1002
[Candida]_glabrata-NC_006028.2-32783_33269 1002
Torulaspora_delbrueckii-NC_016506.1-32721_33211 1002
Zygosaccharomyces_rouxii-NC_012995.1-29569_30078 1002
Kazachstania_barnettii-NW_024545244.1-32719_33254 1002
Zygotorulaspora_mrakii-NC_050724.1-32703_33195 1002
Torulaspora_globosa-NC_050729.1-32677_33148 1002
Kazachstania_naganishii-NC_035922.1-32967_33259 1002
Kluyveromyces_lactis-NC_006040.1-33471_33661 1002
Hyphopichia_burtonii-NW_017963729.1-33471_33646 1002
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 1002
Wickerhamomyces_ciferrii-NW_011887462.1-32934_33103 1002
Eremothecium_cymbalariae-NC_016452.1-33471_33655 1002
Wickerhamomyces_anomalus-NW_017567110.1-33094_33364 1002
Ascoidea_rubescens-NW_017962914.1-33471_33620 1002
Lachancea_thermotolerans-NC_013082.1-33471_33651 1002
Paracoccidioides_lutzii-NW_015440947.1-33471_33616 1002
Aspergillus_japonicus-NW_020291644.1-33471_33581 1002
Penicillium_digitatum-NW_014574587.1-33471_33563 1002
Cyberlindnera_jadinii-NW_017963674.1-32661_32828 1002
                                                      .........1510......1520......1530

                                                              T

                                                               *
                                                               AA
                                                              TAA
                                                              TAA
                                                              TAA
                                                              TAA
                                                              TAA
                                                              TAG
                                                              TAG
                                                              TAA
                                                              TAA
                                                              TAA
                                                              TAG
                                                              AAG
                                                              TAG
                                                              TAA
                                                              AAG
                                                              TAA
                                                              AAA
                                                              TAA
                                                              TAA
                                                              AAG
                                                              TTG
                                                              TTG
                                                              TTA
                                                              TAA

Frame +1 p = 0.005

           T

            S
            CT
           TCT
           TCG
           TCT
           TCT
           TCT
           TCT
           TCC
           TCT
           TCA
           TCT
           TCC
           TCG
           TCG
           TCA
           TCA
           TCA
           TCA
           TCA
           TCG
           TCA
           GCT
           TCC
           TCC
           TCG

              T

               S
               CA
              TCG
              GCA
              TCG
              TCA
              TCA
              GCA
              TCG
              TCG
              GCA
              TCG
              TGG
              TCG
              TCG
              TCA
              TCA
              TCA
              TCG
              TCA
              TCA
              TCG
              TCA
              TCA
              TCG
              TCG

                 T

                  L
                  TA
                 TTG
                 TTA
                 TTA
                 TTG
                 TTG
                 TTG
                 TTG
                 TTG
                 TTG
                 TTG
                 TTG
                 TTA
                 TTG
                 TTA
                 TTG
                 TTG
                 TTA
                 TTA
                 TTA
                 TTG
                 TTG
                 TTG
                 TTG
                 TTG

                    A

                     K
                     AG
                    AAA
                    AAA
                    AAA
                    AAA
                    AAA
                    AAG
                    AAA
                    AAA
                    AAA
                    AAA
                    AAG
                    AAG
                    AAG
                    AAT
                    AAA
                    AAT
                    AAA
                    AAA
                    AAT
                    AAG
                    AAC
                    AAC
                    AAC
                    AAC

                       T

                        S
                        CA
                       TCA
                       TCA
                       TCG
                       TCA
                       TCT
                       TCT
                       TCA
                       TCA
                       TCT
                       TCG
                       TCG
                       TCA
                       TCA
                       TTC
                       TCG
                       TTT
                       TCT
                       GTT
                       TTT
                       TCC
                       CTC
                       TTC
                       TTC
                       TTT

                          C

                           R
                           GA
                          CGG
                          CGA
                          TGA
                          CGA
                          CTA
                          CGT
                          CGA
                          CGG
                          CTG
                          CGG
                          CGG
                          CGG
                          CGT
                          TTA
                          CGG
                          CTT
                          CTG
                          CTA
                          CTC
                          CTA
                          TTA
                          TTG
                          TTG
                          CTC

                             G

                              E
                              AA
                             GAG
                             GCA
                             GAA
                             GAG
                             GCA
                             GAA
                             GCA
                             GCA
                             GCA
                             GCA
                             GCA
                             GCA
                             GCG
                             GCA
                             GCA
                             GCA
                             GCG
                             GCA
                             GAA
                             GCG
                             GCA
                             GCG
                             GCG
                             GAG

                                A

                                 N
                                 AT
                                AAA
                                AAT
                                AAC
                                AAT
                                AAT
                                AAT
                                AAC
                                AAT
                                AAA
                                AAC
                                AAC
                                AAT
                                AAC
                                AAT
                                AAC
                                AAT
                                AAT
                                AAT
                                AAT
                                AAC
                                AAT
                                AAT
                                AAC
                                AAT

                                   T

                                    S
                                    CG
                                   GTA
                                   TCG
                                   TCG
                                   TCA
                                   TCA
                                   TCG
                                   TCG
                                   TCA
                                   CCA
                                   TCG
                                   TCG
                                   TCG
                                   TCG
                                   TTA
                                   GCA
                                   CTA
                                   TCG
                                   CTG
                                   CTG
                                   TCA
                                   TGA
                                   TGG
                                   TGA
                                   CTG

                                      T

                                       Y
                                       AC
                                      TAT
                                      TAT
                                      TAC
                                      TAC
                                      TAA
                                      TAC
                                      TAG
                                      TAG
                                      TAC
                                      TAA
                                      TAC
                                      TAA
                                      TAC
                                      TAA
                                      AAA
                                      AAT
                                      TAA
                                      AAT
                                      TAA
                                      TAC
                                      TAA
                                      TAA
                                      TAA
                                      AAC

                                         G

                                          D
                                          AT
                                         GAT
                                         GAT
                                         GAT
                                         GAG
                                         GAT
                                         GAT
                                         GAC
                                         GAT
                                         GAT
                                         GAC
                                         GAT
                                         GAG
                                         GAA
                                         CTT
                                         GTC
                                         GAT
                                         GAA
                                         GAT
                                         CTC
                                         GTG
                                         CTC
                                         CTC
                                         CTC
                                         GAT

                                            T

                                             F
                                             TC
                                            TTT
                                            TTT
                                            TTC
                                            CTC
                                            TTT
                                            TTC
                                            TTT
                                            TTT
                                            TGT
                                            TTT
                                            TTT
                                            TTT
                                            CGT
                                            TCA
                                            TTC
                                            TTT
                                            GTT
                                            TTC
                                            TCT
                                            TTT
                                            TTC
                                            TTC
                                            TTT
                                            CTC

                                               T

                                                S
                                                CC
                                               TCT
                                               TCT
                                               TCT
                                               TCT
                                               TCT
                                               TCC
                                               TCC
                                               TCT
                                               TCT
                                               TCT
                                               TCC
                                               TCC
                                               TCC
                                               TTT
                                               TCC
                                               TCT
                                               TCA
                                               TCC
                                               TTC
                                               TGT
                                               TTT
                                               TTC
                                               TTC
                                               TCC

                                                  A

                                                   N
                                                   AC
                                                  AAT
                                                  AAG
                                                  AGT
                                                  AAT
                                                  AAT
                                                  AAT
                                                  AGC
                                                  AAT
                                                  AAT
                                                  AAC
                                                  AGC
                                                  AGT
                                                  AAT
                                                  AAT
                                                  AGT
                                                  AAT
                                                  AGT
                                                  AAC
                                                  AAA
                                                  AGC
                                                  AGG
                                                  AGT
                                                  AGC
                                                  AAG

                                                     A

                                                      N
                                                      AT
                                                     AAT
                                                     ATC
                                                     AGC
                                                     AAT
                                                     AAC
                                                     AAC
                                                     AGT
                                                     AGT
                                                     AAT
                                                     AGA
                                                     AGC
                                                     AGG
                                                     AGA
                                                     AGA
                                                     AAA
                                                     AAT
                                                     AGA
                                                     AAA
                                                     CAC
                                                     AGA
                                                     AGG
                                                     AGG
                                                     AGT
                                                     AGA

                                                        C

                                                         L
                                                         TT
                                                        TCA
                                                        GTT
                                                        CCA
                                                        CCT
                                                        CCA
                                                        TTG
                                                        CTG
                                                        ACA
                                                        TCG
                                                        TCA
                                                        GTG
                                                        TGC
                                                        GTG
                                                        TTA
                                                        TTC
                                                        GCT
                                                        TTA
                                                        CCT
                                                        TGA
                                                        TTT
                                                        GCC
                                                        CCC
                                                        CCC
                                                        CTC

                                                           G

V
TA

                                                           G

TC

                                                           G

CT

                                                           A

GC

                                                           A

GC

                                                           G

TT

                                                           G

TG

                                                           G

TA

                                                           G

TA

                                                           G

TG

                                                           G

TG

                                                           G

TC

                                                           G

TC

                                                           G

TT

                                                           G

CT

                                                           G

TC

                                                           G

AA

                                                           G

TT

                                                           G

AA

                                                           C

TT

                                                           G

TA

                                                           A

TG

                                                           A

TG

                                                           A

TG

                                                           G

TA

  A

   I
   TT
  ATC
  AAT
  ATG
  ATC
  ACC
  ATT
  ATC
  ATT
  AGC
  ATT
  ACT
  AAT
  AAT
  AAT
  ATC
  ATT
  AGT
  ACC
  AAC
  AGT
  AGG
  AGC
  AGC
  AGT

     C

      L
      TA
     TTA
     TTC
     ATG
     CGC
     TTA
     TGG
     TTG
     CCA
     CTA
     TCG
     TGG
     TTA
     TTG
     CTA
     TTG
     CTA
     TGT
     TTA
     TGT
     TTG
     CGC
     CGG
     CGG
     CTC

        A

         M
         TG
        ATG
        ATT
        AGA
        ATG
        AAT
        ATA
        GCA
        ATA
        ATG
        ATT
        ATG
        ACG
        ATG
        ATC
        ATG
        ACT
        ATT
        ACT
        AGT
        ATT
        AAA
        AGA
        AGA
        ATC

           G

            A
            CT
           GCT
           GAT
           GCC
           GAT
           GAT
           TAT
           GCT
           GCT
           GAT
           GAT
           GCT
           GAA
           GCT
           AAA
           GCC
           AAT
           GCT
           AAA
           AAG
           GAT
           AGC
           AGC
           AGC
           AAA

              T

               S
               CC
              TGC
              TGC
              TCT
              TGC
              TGT
              TGC
              TCC
              TGA
              TCA
              TGG
              TCC
              TCC
              TCG
              TAA
              TCT
              GAT
              TGA
              GAT
              TTA
              TCC
              TCC
              TCG
              TCA
              TTA

                 T

                  L
                  TG
                 TTG
                 TTT
                 GTA
                 TTA
                 TCA
                 TTG
                 TTA
                 TCA
                 GTA
                 GTG
                 CAG
                 GTG
                 TCG
                 TTA
                 TTG
                 TCA
                 GGG
                 TCA
                 TCG
                 TTG
                 TGG
                 TTA
                 ACA
                 TTG

                    T

                     *
                     AA
                    TAA
                    AAA
                    TAT
                    TAT
                    TCA
                    TAT
                    TGA
                    TGG
                    TAT
                    TAA
                    TGC
                    TAG
                    AAT
                    TAA
                    TAT
                    TAT
                    AGA
                    TAT
                    GTG
                    TAT
                    CTG
                    CTG
                    CTG
                    TAC