Target 50
Saccharomyces_paradoxus-NC_047490.1-33471_34480 47
Saccharomyces_eubayanus-NC_030977.1-33471_34058 56
Vanderwaltozyma_polyspora-NW_001834692.1-32627_33205 58
Tetrapisispora_phaffii-NC_016522.1-32675_33244 42
Naumovozyma_castellii-NC_016492.1-32633_33218 23
Kazachstania_africana-NC_018941.1-32677_33254 34
Naumovozyma_dairenensis-NC_016479.1-32519_33088 33
Tetrapisispora_blattae-NC_020185.1-32604_33172 18
[Candida]_glabrata-NC_006028.2-32692_33263 20
Torulaspora_delbrueckii-NC_016506.1-32721_33175 59
Zygosaccharomyces_rouxii-NC_012995.1-29533_30047 33
Kazachstania_barnettii-NW_024545244.1-32703_33237 32
Zygotorulaspora_mrakii-NC_050724.1-32619_33157 31
Torulaspora_globosa-NC_050729.1-32677_33143 45
Kazachstania_naganishii-NC_035922.1-32681_33250 28
Eremothecium_cymbalariae-NC_016452.1-32694_33158 28
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 30
Kluyveromyces_lactis-NC_006040.1-32958_33237 34
Lachancea_thermotolerans-NC_013082.1-32708_32890 30
Wickerhamomyces_anomalus-NW_017567110.1-33094_33326 23
Candida_albicans-NC_032091.1-31922_31998 42
Hyphopichia_burtonii-NW_017963729.1-33035_33323 18
Kluyveromyces_marxianus-NC_036029.1-29890_30041 7
Ascoidea_rubescens-NW_017962914.1-32760_32851 28
                                                       .........10........20........30........40........50.........

Target 93
Saccharomyces_paradoxus-NC_047490.1-33471_34480 93
Saccharomyces_eubayanus-NC_030977.1-33471_34058 111
Vanderwaltozyma_polyspora-NW_001834692.1-32627_33205 87
Tetrapisispora_phaffii-NC_016522.1-32675_33244 96
Naumovozyma_castellii-NC_016492.1-32633_33218 78
Kazachstania_africana-NC_018941.1-32677_33254 91
Naumovozyma_dairenensis-NC_016479.1-32519_33088 90
Tetrapisispora_blattae-NC_020185.1-32604_33172 73
[Candida]_glabrata-NC_006028.2-32692_33263 64
Torulaspora_delbrueckii-NC_016506.1-32721_33175 108
Zygosaccharomyces_rouxii-NC_012995.1-29533_30047 90
Kazachstania_barnettii-NW_024545244.1-32703_33237 80
Zygotorulaspora_mrakii-NC_050724.1-32619_33157 76
Torulaspora_globosa-NC_050729.1-32677_33143 92
Kazachstania_naganishii-NC_035922.1-32681_33250 74
Eremothecium_cymbalariae-NC_016452.1-32694_33158 80
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 62
Kluyveromyces_lactis-NC_006040.1-32958_33237 73
Lachancea_thermotolerans-NC_013082.1-32708_32890 76
Wickerhamomyces_anomalus-NW_017567110.1-33094_33326 69
Candida_albicans-NC_032091.1-31922_31998 98
Hyphopichia_burtonii-NW_017963729.1-33035_33323 74
Kluyveromyces_marxianus-NC_036029.1-29890_30041 46
Ascoidea_rubescens-NW_017962914.1-32760_32851 82
                                                       .........70........80........90........100.......110........

Target 125
Saccharomyces_paradoxus-NC_047490.1-33471_34480 125
Saccharomyces_eubayanus-NC_030977.1-33471_34058 134
Vanderwaltozyma_polyspora-NW_001834692.1-32627_33205 124
Tetrapisispora_phaffii-NC_016522.1-32675_33244 141
Naumovozyma_castellii-NC_016492.1-32633_33218 128
Kazachstania_africana-NC_018941.1-32677_33254 134
Naumovozyma_dairenensis-NC_016479.1-32519_33088 139
Tetrapisispora_blattae-NC_020185.1-32604_33172 128
[Candida]_glabrata-NC_006028.2-32692_33263 114
Torulaspora_delbrueckii-NC_016506.1-32721_33175 150
Zygosaccharomyces_rouxii-NC_012995.1-29533_30047 118
Kazachstania_barnettii-NW_024545244.1-32703_33237 123
Zygotorulaspora_mrakii-NC_050724.1-32619_33157 111
Torulaspora_globosa-NC_050729.1-32677_33143 127
Kazachstania_naganishii-NC_035922.1-32681_33250 122
Eremothecium_cymbalariae-NC_016452.1-32694_33158 125
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 114
Kluyveromyces_lactis-NC_006040.1-32958_33237 110
Lachancea_thermotolerans-NC_013082.1-32708_32890 132
Wickerhamomyces_anomalus-NW_017567110.1-33094_33326 119
Candida_albicans-NC_032091.1-31922_31998 137
Hyphopichia_burtonii-NW_017963729.1-33035_33323 127
Kluyveromyces_marxianus-NC_036029.1-29890_30041 83
Ascoidea_rubescens-NW_017962914.1-32760_32851 123
                                                       .........130.......140.......150.......160.......170........

Target 176
Saccharomyces_paradoxus-NC_047490.1-33471_34480 178
Saccharomyces_eubayanus-NC_030977.1-33471_34058 180
Vanderwaltozyma_polyspora-NW_001834692.1-32627_33205 172
Tetrapisispora_phaffii-NC_016522.1-32675_33244 187
Naumovozyma_castellii-NC_016492.1-32633_33218 179
Kazachstania_africana-NC_018941.1-32677_33254 185
Naumovozyma_dairenensis-NC_016479.1-32519_33088 166
Tetrapisispora_blattae-NC_020185.1-32604_33172 182
[Candida]_glabrata-NC_006028.2-32692_33263 171
Torulaspora_delbrueckii-NC_016506.1-32721_33175 204
Zygosaccharomyces_rouxii-NC_012995.1-29533_30047 173
Kazachstania_barnettii-NW_024545244.1-32703_33237 167
Zygotorulaspora_mrakii-NC_050724.1-32619_33157 170
Torulaspora_globosa-NC_050729.1-32677_33143 168
Kazachstania_naganishii-NC_035922.1-32681_33250 179
Eremothecium_cymbalariae-NC_016452.1-32694_33158 183
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 172
Kluyveromyces_lactis-NC_006040.1-32958_33237 169
Lachancea_thermotolerans-NC_013082.1-32708_32890 170
Wickerhamomyces_anomalus-NW_017567110.1-33094_33326 164
Candida_albicans-NC_032091.1-31922_31998 181
Hyphopichia_burtonii-NW_017963729.1-33035_33323 183
Kluyveromyces_marxianus-NC_036029.1-29890_30041 141
Ascoidea_rubescens-NW_017962914.1-32760_32851 169
                                                       .........190.......200.......210.......220.......230........

Target 225
Saccharomyces_paradoxus-NC_047490.1-33471_34480 229
Saccharomyces_eubayanus-NC_030977.1-33471_34058 230
Vanderwaltozyma_polyspora-NW_001834692.1-32627_33205 229
Tetrapisispora_phaffii-NC_016522.1-32675_33244 229
Naumovozyma_castellii-NC_016492.1-32633_33218 229
Kazachstania_africana-NC_018941.1-32677_33254 222
Naumovozyma_dairenensis-NC_016479.1-32519_33088 216
Tetrapisispora_blattae-NC_020185.1-32604_33172 233
[Candida]_glabrata-NC_006028.2-32692_33263 222
Torulaspora_delbrueckii-NC_016506.1-32721_33175 244
Zygosaccharomyces_rouxii-NC_012995.1-29533_30047 222
Kazachstania_barnettii-NW_024545244.1-32703_33237 219
Zygotorulaspora_mrakii-NC_050724.1-32619_33157 213
Torulaspora_globosa-NC_050729.1-32677_33143 221
Kazachstania_naganishii-NC_035922.1-32681_33250 218
Eremothecium_cymbalariae-NC_016452.1-32694_33158 227
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 213
Kluyveromyces_lactis-NC_006040.1-32958_33237 226
Lachancea_thermotolerans-NC_013082.1-32708_32890 218
Wickerhamomyces_anomalus-NW_017567110.1-33094_33326 206
Candida_albicans-NC_032091.1-31922_31998 217
Hyphopichia_burtonii-NW_017963729.1-33035_33323 219
Kluyveromyces_marxianus-NC_036029.1-29890_30041 195
Ascoidea_rubescens-NW_017962914.1-32760_32851 217
                                                       .........250.......260.......270.......280.......290........

Target 281
Saccharomyces_paradoxus-NC_047490.1-33471_34480 284
Saccharomyces_eubayanus-NC_030977.1-33471_34058 286
Vanderwaltozyma_polyspora-NW_001834692.1-32627_33205 281
Tetrapisispora_phaffii-NC_016522.1-32675_33244 279
Naumovozyma_castellii-NC_016492.1-32633_33218 278
Kazachstania_africana-NC_018941.1-32677_33254 278
Naumovozyma_dairenensis-NC_016479.1-32519_33088 275
Tetrapisispora_blattae-NC_020185.1-32604_33172 285
[Candida]_glabrata-NC_006028.2-32692_33263 274
Torulaspora_delbrueckii-NC_016506.1-32721_33175 283
Zygosaccharomyces_rouxii-NC_012995.1-29533_30047 273
Kazachstania_barnettii-NW_024545244.1-32703_33237 275
Zygotorulaspora_mrakii-NC_050724.1-32619_33157 269
Torulaspora_globosa-NC_050729.1-32677_33143 281
Kazachstania_naganishii-NC_035922.1-32681_33250 275
Eremothecium_cymbalariae-NC_016452.1-32694_33158 283
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 268
Kluyveromyces_lactis-NC_006040.1-32958_33237 265
Lachancea_thermotolerans-NC_013082.1-32708_32890 273
Wickerhamomyces_anomalus-NW_017567110.1-33094_33326 263
Candida_albicans-NC_032091.1-31922_31998 276
Hyphopichia_burtonii-NW_017963729.1-33035_33323 274
Kluyveromyces_marxianus-NC_036029.1-29890_30041 254
Ascoidea_rubescens-NW_017962914.1-32760_32851 269
                                                       .........310.......320.......330.......340.......350........

Target 333
Saccharomyces_paradoxus-NC_047490.1-33471_34480 336
Saccharomyces_eubayanus-NC_030977.1-33471_34058 337
Vanderwaltozyma_polyspora-NW_001834692.1-32627_33205 335
Tetrapisispora_phaffii-NC_016522.1-32675_33244 332
Naumovozyma_castellii-NC_016492.1-32633_33218 327
Kazachstania_africana-NC_018941.1-32677_33254 329
Naumovozyma_dairenensis-NC_016479.1-32519_33088 329
Tetrapisispora_blattae-NC_020185.1-32604_33172 338
[Candida]_glabrata-NC_006028.2-32692_33263 328
Torulaspora_delbrueckii-NC_016506.1-32721_33175 340
Zygosaccharomyces_rouxii-NC_012995.1-29533_30047 327
Kazachstania_barnettii-NW_024545244.1-32703_33237 315
Zygotorulaspora_mrakii-NC_050724.1-32619_33157 324
Torulaspora_globosa-NC_050729.1-32677_33143 329
Kazachstania_naganishii-NC_035922.1-32681_33250 326
Eremothecium_cymbalariae-NC_016452.1-32694_33158 330
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 319
Kluyveromyces_lactis-NC_006040.1-32958_33237 299
Lachancea_thermotolerans-NC_013082.1-32708_32890 329
Wickerhamomyces_anomalus-NW_017567110.1-33094_33326 312
Candida_albicans-NC_032091.1-31922_31998 324
Hyphopichia_burtonii-NW_017963729.1-33035_33323 312
Kluyveromyces_marxianus-NC_036029.1-29890_30041 307
Ascoidea_rubescens-NW_017962914.1-32760_32851 324
                                                       .........370.......380.......390.......400.......410........

Target 383
Saccharomyces_paradoxus-NC_047490.1-33471_34480 388
Saccharomyces_eubayanus-NC_030977.1-33471_34058 383
Vanderwaltozyma_polyspora-NW_001834692.1-32627_33205 385
Tetrapisispora_phaffii-NC_016522.1-32675_33244 385
Naumovozyma_castellii-NC_016492.1-32633_33218 382
Kazachstania_africana-NC_018941.1-32677_33254 382
Naumovozyma_dairenensis-NC_016479.1-32519_33088 382
Tetrapisispora_blattae-NC_020185.1-32604_33172 382
[Candida]_glabrata-NC_006028.2-32692_33263 382
Torulaspora_delbrueckii-NC_016506.1-32721_33175 382
Zygosaccharomyces_rouxii-NC_012995.1-29533_30047 382
Kazachstania_barnettii-NW_024545244.1-32703_33237 370
Zygotorulaspora_mrakii-NC_050724.1-32619_33157 382
Torulaspora_globosa-NC_050729.1-32677_33143 382
Kazachstania_naganishii-NC_035922.1-32681_33250 382
Eremothecium_cymbalariae-NC_016452.1-32694_33158 376
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 373
Kluyveromyces_lactis-NC_006040.1-32958_33237 349
Lachancea_thermotolerans-NC_013082.1-32708_32890 382
Wickerhamomyces_anomalus-NW_017567110.1-33094_33326 370
Candida_albicans-NC_032091.1-31922_31998 382
Hyphopichia_burtonii-NW_017963729.1-33035_33323 370
Kluyveromyces_marxianus-NC_036029.1-29890_30041 361
Ascoidea_rubescens-NW_017962914.1-32760_32851 382
                                                       .........430.......440.......450.......460.......470........

Target 440
Saccharomyces_paradoxus-NC_047490.1-33471_34480 448
Saccharomyces_eubayanus-NC_030977.1-33471_34058 443
Vanderwaltozyma_polyspora-NW_001834692.1-32627_33205 442
Tetrapisispora_phaffii-NC_016522.1-32675_33244 442
Naumovozyma_castellii-NC_016492.1-32633_33218 442
Kazachstania_africana-NC_018941.1-32677_33254 442
Naumovozyma_dairenensis-NC_016479.1-32519_33088 442
Tetrapisispora_blattae-NC_020185.1-32604_33172 442
[Candida]_glabrata-NC_006028.2-32692_33263 442
Torulaspora_delbrueckii-NC_016506.1-32721_33175 442
Zygosaccharomyces_rouxii-NC_012995.1-29533_30047 442
Kazachstania_barnettii-NW_024545244.1-32703_33237 430
Zygotorulaspora_mrakii-NC_050724.1-32619_33157 442
Torulaspora_globosa-NC_050729.1-32677_33143 442
Kazachstania_naganishii-NC_035922.1-32681_33250 442
Eremothecium_cymbalariae-NC_016452.1-32694_33158 436
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 430
Kluyveromyces_lactis-NC_006040.1-32958_33237 409
Lachancea_thermotolerans-NC_013082.1-32708_32890 442
Wickerhamomyces_anomalus-NW_017567110.1-33094_33326 430
Candida_albicans-NC_032091.1-31922_31998 442
Hyphopichia_burtonii-NW_017963729.1-33035_33323 428
Kluyveromyces_marxianus-NC_036029.1-29890_30041 421
Ascoidea_rubescens-NW_017962914.1-32760_32851 442
                                                       .........490.......500.......510.......520.......530........

Target 500
Saccharomyces_paradoxus-NC_047490.1-33471_34480 508
Saccharomyces_eubayanus-NC_030977.1-33471_34058 503
Vanderwaltozyma_polyspora-NW_001834692.1-32627_33205 502
Tetrapisispora_phaffii-NC_016522.1-32675_33244 502
Naumovozyma_castellii-NC_016492.1-32633_33218 502
Kazachstania_africana-NC_018941.1-32677_33254 502
Naumovozyma_dairenensis-NC_016479.1-32519_33088 502
Tetrapisispora_blattae-NC_020185.1-32604_33172 502
[Candida]_glabrata-NC_006028.2-32692_33263 502
Torulaspora_delbrueckii-NC_016506.1-32721_33175 502
Zygosaccharomyces_rouxii-NC_012995.1-29533_30047 502
Kazachstania_barnettii-NW_024545244.1-32703_33237 490
Zygotorulaspora_mrakii-NC_050724.1-32619_33157 502
Torulaspora_globosa-NC_050729.1-32677_33143 502
Kazachstania_naganishii-NC_035922.1-32681_33250 502
Eremothecium_cymbalariae-NC_016452.1-32694_33158 496
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 490
Kluyveromyces_lactis-NC_006040.1-32958_33237 469
Lachancea_thermotolerans-NC_013082.1-32708_32890 502
Wickerhamomyces_anomalus-NW_017567110.1-33094_33326 490
Candida_albicans-NC_032091.1-31922_31998 502
Hyphopichia_burtonii-NW_017963729.1-33035_33323 488
Kluyveromyces_marxianus-NC_036029.1-29890_30041 481
Ascoidea_rubescens-NW_017962914.1-32760_32851 502
                                                       .........550.......560.......570.......580.......590........

Target 560
Saccharomyces_paradoxus-NC_047490.1-33471_34480 568
Saccharomyces_eubayanus-NC_030977.1-33471_34058 563
Vanderwaltozyma_polyspora-NW_001834692.1-32627_33205 562
Tetrapisispora_phaffii-NC_016522.1-32675_33244 562
Naumovozyma_castellii-NC_016492.1-32633_33218 562
Kazachstania_africana-NC_018941.1-32677_33254 562
Naumovozyma_dairenensis-NC_016479.1-32519_33088 562
Tetrapisispora_blattae-NC_020185.1-32604_33172 562
[Candida]_glabrata-NC_006028.2-32692_33263 562
Torulaspora_delbrueckii-NC_016506.1-32721_33175 562
Zygosaccharomyces_rouxii-NC_012995.1-29533_30047 562
Kazachstania_barnettii-NW_024545244.1-32703_33237 550
Zygotorulaspora_mrakii-NC_050724.1-32619_33157 562
Torulaspora_globosa-NC_050729.1-32677_33143 562
Kazachstania_naganishii-NC_035922.1-32681_33250 562
Eremothecium_cymbalariae-NC_016452.1-32694_33158 556
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 550
Kluyveromyces_lactis-NC_006040.1-32958_33237 529
Lachancea_thermotolerans-NC_013082.1-32708_32890 562
Wickerhamomyces_anomalus-NW_017567110.1-33094_33326 550
Candida_albicans-NC_032091.1-31922_31998 562
Hyphopichia_burtonii-NW_017963729.1-33035_33323 548
Kluyveromyces_marxianus-NC_036029.1-29890_30041 541
Ascoidea_rubescens-NW_017962914.1-32760_32851 562
                                                       .........610.......620.......630.......640.......650........

Target 620
Saccharomyces_paradoxus-NC_047490.1-33471_34480 628
Saccharomyces_eubayanus-NC_030977.1-33471_34058 623
Vanderwaltozyma_polyspora-NW_001834692.1-32627_33205 622
Tetrapisispora_phaffii-NC_016522.1-32675_33244 622
Naumovozyma_castellii-NC_016492.1-32633_33218 622
Kazachstania_africana-NC_018941.1-32677_33254 622
Naumovozyma_dairenensis-NC_016479.1-32519_33088 622
Tetrapisispora_blattae-NC_020185.1-32604_33172 622
[Candida]_glabrata-NC_006028.2-32692_33263 622
Torulaspora_delbrueckii-NC_016506.1-32721_33175 622
Zygosaccharomyces_rouxii-NC_012995.1-29533_30047 622
Kazachstania_barnettii-NW_024545244.1-32703_33237 610
Zygotorulaspora_mrakii-NC_050724.1-32619_33157 622
Torulaspora_globosa-NC_050729.1-32677_33143 622
Kazachstania_naganishii-NC_035922.1-32681_33250 622
Eremothecium_cymbalariae-NC_016452.1-32694_33158 616
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 610
Kluyveromyces_lactis-NC_006040.1-32958_33237 589
Lachancea_thermotolerans-NC_013082.1-32708_32890 622
Wickerhamomyces_anomalus-NW_017567110.1-33094_33326 610
Candida_albicans-NC_032091.1-31922_31998 622
Hyphopichia_burtonii-NW_017963729.1-33035_33323 608
Kluyveromyces_marxianus-NC_036029.1-29890_30041 601
Ascoidea_rubescens-NW_017962914.1-32760_32851 622
                                                       .........670.......680.......690.......700.......710........

Target 680
Saccharomyces_paradoxus-NC_047490.1-33471_34480 688
Saccharomyces_eubayanus-NC_030977.1-33471_34058 683
Vanderwaltozyma_polyspora-NW_001834692.1-32627_33205 682
Tetrapisispora_phaffii-NC_016522.1-32675_33244 682
Naumovozyma_castellii-NC_016492.1-32633_33218 682
Kazachstania_africana-NC_018941.1-32677_33254 682
Naumovozyma_dairenensis-NC_016479.1-32519_33088 682
Tetrapisispora_blattae-NC_020185.1-32604_33172 682
[Candida]_glabrata-NC_006028.2-32692_33263 682
Torulaspora_delbrueckii-NC_016506.1-32721_33175 682
Zygosaccharomyces_rouxii-NC_012995.1-29533_30047 682
Kazachstania_barnettii-NW_024545244.1-32703_33237 670
Zygotorulaspora_mrakii-NC_050724.1-32619_33157 682
Torulaspora_globosa-NC_050729.1-32677_33143 682
Kazachstania_naganishii-NC_035922.1-32681_33250 682
Eremothecium_cymbalariae-NC_016452.1-32694_33158 676
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 670
Kluyveromyces_lactis-NC_006040.1-32958_33237 649
Lachancea_thermotolerans-NC_013082.1-32708_32890 682
Wickerhamomyces_anomalus-NW_017567110.1-33094_33326 670
Candida_albicans-NC_032091.1-31922_31998 682
Hyphopichia_burtonii-NW_017963729.1-33035_33323 668
Kluyveromyces_marxianus-NC_036029.1-29890_30041 661
Ascoidea_rubescens-NW_017962914.1-32760_32851 682
                                                       .........730.......740.......750.......760.......770........

Target 707
Saccharomyces_paradoxus-NC_047490.1-33471_34480 715
Saccharomyces_eubayanus-NC_030977.1-33471_34058 710
Vanderwaltozyma_polyspora-NW_001834692.1-32627_33205 709
Tetrapisispora_phaffii-NC_016522.1-32675_33244 709
Naumovozyma_castellii-NC_016492.1-32633_33218 709
Kazachstania_africana-NC_018941.1-32677_33254 709
Naumovozyma_dairenensis-NC_016479.1-32519_33088 709
Tetrapisispora_blattae-NC_020185.1-32604_33172 709
[Candida]_glabrata-NC_006028.2-32692_33263 709
Torulaspora_delbrueckii-NC_016506.1-32721_33175 709
Zygosaccharomyces_rouxii-NC_012995.1-29533_30047 709
Kazachstania_barnettii-NW_024545244.1-32703_33237 721
Zygotorulaspora_mrakii-NC_050724.1-32619_33157 709
Torulaspora_globosa-NC_050729.1-32677_33143 709
Kazachstania_naganishii-NC_035922.1-32681_33250 709
Eremothecium_cymbalariae-NC_016452.1-32694_33158 715
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 709
Kluyveromyces_lactis-NC_006040.1-32958_33237 709
Lachancea_thermotolerans-NC_013082.1-32708_32890 721
Wickerhamomyces_anomalus-NW_017567110.1-33094_33326 709
Candida_albicans-NC_032091.1-31922_31998 721
Hyphopichia_burtonii-NW_017963729.1-33035_33323 707
Kluyveromyces_marxianus-NC_036029.1-29890_30041 709
Ascoidea_rubescens-NW_017962914.1-32760_32851 721
                                                       .........790.......800.......810.......820.......830........

Target 767
Saccharomyces_paradoxus-NC_047490.1-33471_34480 775
Saccharomyces_eubayanus-NC_030977.1-33471_34058 770
Vanderwaltozyma_polyspora-NW_001834692.1-32627_33205 769
Tetrapisispora_phaffii-NC_016522.1-32675_33244 769
Naumovozyma_castellii-NC_016492.1-32633_33218 769
Kazachstania_africana-NC_018941.1-32677_33254 769
Naumovozyma_dairenensis-NC_016479.1-32519_33088 769
Tetrapisispora_blattae-NC_020185.1-32604_33172 769
[Candida]_glabrata-NC_006028.2-32692_33263 769
Torulaspora_delbrueckii-NC_016506.1-32721_33175 769
Zygosaccharomyces_rouxii-NC_012995.1-29533_30047 769
Kazachstania_barnettii-NW_024545244.1-32703_33237 781
Zygotorulaspora_mrakii-NC_050724.1-32619_33157 769
Torulaspora_globosa-NC_050729.1-32677_33143 769
Kazachstania_naganishii-NC_035922.1-32681_33250 769
Eremothecium_cymbalariae-NC_016452.1-32694_33158 775
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 769
Kluyveromyces_lactis-NC_006040.1-32958_33237 769
Lachancea_thermotolerans-NC_013082.1-32708_32890 781
Wickerhamomyces_anomalus-NW_017567110.1-33094_33326 769
Candida_albicans-NC_032091.1-31922_31998 781
Hyphopichia_burtonii-NW_017963729.1-33035_33323 767
Kluyveromyces_marxianus-NC_036029.1-29890_30041 769
Ascoidea_rubescens-NW_017962914.1-32760_32851 781
                                                       .........850.......860.......870.......880.......890........

Target 827
Saccharomyces_paradoxus-NC_047490.1-33471_34480 835
Saccharomyces_eubayanus-NC_030977.1-33471_34058 830
Vanderwaltozyma_polyspora-NW_001834692.1-32627_33205 829
Tetrapisispora_phaffii-NC_016522.1-32675_33244 829
Naumovozyma_castellii-NC_016492.1-32633_33218 829
Kazachstania_africana-NC_018941.1-32677_33254 829
Naumovozyma_dairenensis-NC_016479.1-32519_33088 829
Tetrapisispora_blattae-NC_020185.1-32604_33172 829
[Candida]_glabrata-NC_006028.2-32692_33263 829
Torulaspora_delbrueckii-NC_016506.1-32721_33175 829
Zygosaccharomyces_rouxii-NC_012995.1-29533_30047 829
Kazachstania_barnettii-NW_024545244.1-32703_33237 841
Zygotorulaspora_mrakii-NC_050724.1-32619_33157 829
Torulaspora_globosa-NC_050729.1-32677_33143 829
Kazachstania_naganishii-NC_035922.1-32681_33250 829
Eremothecium_cymbalariae-NC_016452.1-32694_33158 835
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 829
Kluyveromyces_lactis-NC_006040.1-32958_33237 829
Lachancea_thermotolerans-NC_013082.1-32708_32890 841
Wickerhamomyces_anomalus-NW_017567110.1-33094_33326 829
Candida_albicans-NC_032091.1-31922_31998 841
Hyphopichia_burtonii-NW_017963729.1-33035_33323 827
Kluyveromyces_marxianus-NC_036029.1-29890_30041 829
Ascoidea_rubescens-NW_017962914.1-32760_32851 841
                                                       .........910.......920.......930.......940.......950........

Target 887
Saccharomyces_paradoxus-NC_047490.1-33471_34480 895
Saccharomyces_eubayanus-NC_030977.1-33471_34058 890
Vanderwaltozyma_polyspora-NW_001834692.1-32627_33205 889
Tetrapisispora_phaffii-NC_016522.1-32675_33244 889
Naumovozyma_castellii-NC_016492.1-32633_33218 889
Kazachstania_africana-NC_018941.1-32677_33254 889
Naumovozyma_dairenensis-NC_016479.1-32519_33088 889
Tetrapisispora_blattae-NC_020185.1-32604_33172 889
[Candida]_glabrata-NC_006028.2-32692_33263 889
Torulaspora_delbrueckii-NC_016506.1-32721_33175 889
Zygosaccharomyces_rouxii-NC_012995.1-29533_30047 889
Kazachstania_barnettii-NW_024545244.1-32703_33237 901
Zygotorulaspora_mrakii-NC_050724.1-32619_33157 889
Torulaspora_globosa-NC_050729.1-32677_33143 889
Kazachstania_naganishii-NC_035922.1-32681_33250 889
Eremothecium_cymbalariae-NC_016452.1-32694_33158 895
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 889
Kluyveromyces_lactis-NC_006040.1-32958_33237 889
Lachancea_thermotolerans-NC_013082.1-32708_32890 901
Wickerhamomyces_anomalus-NW_017567110.1-33094_33326 889
Candida_albicans-NC_032091.1-31922_31998 901
Hyphopichia_burtonii-NW_017963729.1-33035_33323 887
Kluyveromyces_marxianus-NC_036029.1-29890_30041 889
Ascoidea_rubescens-NW_017962914.1-32760_32851 901
                                                       .........970.......980.......990.......1000......1010.......

Target 947
Saccharomyces_paradoxus-NC_047490.1-33471_34480 955
Saccharomyces_eubayanus-NC_030977.1-33471_34058 950
Vanderwaltozyma_polyspora-NW_001834692.1-32627_33205 949
Tetrapisispora_phaffii-NC_016522.1-32675_33244 949
Naumovozyma_castellii-NC_016492.1-32633_33218 949
Kazachstania_africana-NC_018941.1-32677_33254 949
Naumovozyma_dairenensis-NC_016479.1-32519_33088 949
Tetrapisispora_blattae-NC_020185.1-32604_33172 949
[Candida]_glabrata-NC_006028.2-32692_33263 949
Torulaspora_delbrueckii-NC_016506.1-32721_33175 949
Zygosaccharomyces_rouxii-NC_012995.1-29533_30047 949
Kazachstania_barnettii-NW_024545244.1-32703_33237 961
Zygotorulaspora_mrakii-NC_050724.1-32619_33157 949
Torulaspora_globosa-NC_050729.1-32677_33143 949
Kazachstania_naganishii-NC_035922.1-32681_33250 949
Eremothecium_cymbalariae-NC_016452.1-32694_33158 955
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 949
Kluyveromyces_lactis-NC_006040.1-32958_33237 949
Lachancea_thermotolerans-NC_013082.1-32708_32890 961
Wickerhamomyces_anomalus-NW_017567110.1-33094_33326 949
Candida_albicans-NC_032091.1-31922_31998 961
Hyphopichia_burtonii-NW_017963729.1-33035_33323 947
Kluyveromyces_marxianus-NC_036029.1-29890_30041 949
Ascoidea_rubescens-NW_017962914.1-32760_32851 961
                                                       .........1030......1040......1050......1060......1070.......

Target 1000
Saccharomyces_paradoxus-NC_047490.1-33471_34480 1003
Saccharomyces_eubayanus-NC_030977.1-33471_34058 1003
Vanderwaltozyma_polyspora-NW_001834692.1-32627_33205 1002
Tetrapisispora_phaffii-NC_016522.1-32675_33244 1002
Naumovozyma_castellii-NC_016492.1-32633_33218 1002
Kazachstania_africana-NC_018941.1-32677_33254 1002
Naumovozyma_dairenensis-NC_016479.1-32519_33088 1002
Tetrapisispora_blattae-NC_020185.1-32604_33172 1002
[Candida]_glabrata-NC_006028.2-32692_33263 1002
Torulaspora_delbrueckii-NC_016506.1-32721_33175 1002
Zygosaccharomyces_rouxii-NC_012995.1-29533_30047 1002
Kazachstania_barnettii-NW_024545244.1-32703_33237 1002
Zygotorulaspora_mrakii-NC_050724.1-32619_33157 1002
Torulaspora_globosa-NC_050729.1-32677_33143 1002
Kazachstania_naganishii-NC_035922.1-32681_33250 1002
Eremothecium_cymbalariae-NC_016452.1-32694_33158 1002
Lachancea_lanzarotensis-NW_019212881.1-33020_33282 1002
Kluyveromyces_lactis-NC_006040.1-32958_33237 1002
Lachancea_thermotolerans-NC_013082.1-32708_32890 1002
Wickerhamomyces_anomalus-NW_017567110.1-33094_33326 1002
Candida_albicans-NC_032091.1-31922_31998 1002
Hyphopichia_burtonii-NW_017963729.1-33035_33323 1001
Kluyveromyces_marxianus-NC_036029.1-29890_30041 1002
Ascoidea_rubescens-NW_017962914.1-32760_32851 1002
                                                       .........1090......1100......1110......1120......1130.

                                                             T

                                                              *
                                                              AA
                                                             TAG
                                                             TAA
                                                             TAG
                                                             TAA
                                                             TAA
                                                             TAA
                                                             TAA
                                                             TAA
                                                             TAG
                                                             TAG
                                                             TAA
                                                             TAA
                                                             TAA
                                                             TAG
                                                             AAG
                                                             AAA
                                                             AAG
                                                             TAG
                                                             AAG
                                                             TAA
                                                             TAA
                                                             TAA
                                                             TAG
                                                             TAA

Frame +3 p = 4.9e-06

         T

          S
          CT
         TCC
         TCC
         TCC
         TCG
         TCT
         TCT
         TCT
         TCT
         TCT
         TCC
         TCT
         TCA
         TCT
         TCC
         TCG
         TCA
         TCA
         TCG
         TCA
         TCA
         TCA
         TCA
         TCA
         TCG

            T

             S
             CA
            TCA
            TCA
            TCA
            GCA
            TCG
            TCG
            TCA
            TCA
            GCA
            TCG
            TCG
            GCA
            TCG
            TGG
            TCG
            TCG
            TCA
            TCG
            TCG
            TCA
            TCG
            TCA
            TCG
            TCA

               T

                L
                TA
               TTA
               TTA
               TTG
               TTA
               TTG
               TTA
               TTG
               TTG
               TTG
               TTG
               TTG
               TTG
               TTG
               TTG
               TTA
               TTA
               TTG
               TTG
               TTG
               TTA
               TTA
               TTA
               TTG
               TTA

                  A

                   K
                   AG
                  AAA
                  AAA
                  AAA
                  AAA
                  AAA
                  AAA
                  AAA
                  AAA
                  AAG
                  AAA
                  AAA
                  AAA
                  AAA
                  AAG
                  AAG
                  AAA
                  AAA
                  AAG
                  AAG
                  AAA
                  AAC
                  AAT
                  AAG
                  AAT

                     T

                      S
                      CA
                     TCA
                     TCA
                     TCA
                     TCA
                     TCA
                     TCG
                     TCA
                     TCT
                     TCT
                     TCA
                     TCA
                     TCT
                     TCG
                     TCG
                     TCA
                     TCT
                     TCG
                     TCA
                     TCC
                     GTT
                     TTC
                     TTC
                     TCA
                     TTT

                        C

                         R
                         GA
                        CGA
                        CGA
                        CGA
                        CGA
                        CGG
                        TGA
                        CGA
                        CTA
                        CGT
                        CGA
                        CGG
                        CTG
                        CGG
                        CGG
                        CGG
                        CTG
                        CGG
                        CGT
                        CTA
                        CTA
                        TTA
                        TTA
                        CGT
                        CTC

                           G

                            E
                            AA
                           GAA
                           GAA
                           GCA
                           GCA
                           GAG
                           GAA
                           GAG
                           GCA
                           GAA
                           GCA
                           GCA
                           GCA
                           GCA
                           GCA
                           GCA
                           GCG
                           GCA
                           GCG
                           GCG
                           GCA
                           GCG
                           GCA
                           GCA
                           GAA

                              A

                               N
                               AT
                              AAT
                              AAT
                              AAA
                              AAT
                              AAA
                              AAC
                              AAT
                              AAT
                              AAT
                              AAC
                              AAT
                              AAA
                              AAC
                              AAC
                              AAT
                              AAT
                              AAC
                              AAC
                              AAC
                              AAT
                              AAA
                              AAT
                              AAT
                              AAT

                                 T

                                  S
                                  CG
                                 TCA
                                 TCA
                                 TCG
                                 TCG
                                 GTA
                                 TCG
                                 TCA
                                 TCA
                                 TCG
                                 TCG
                                 TCA
                                 CCA
                                 TCG
                                 TCG
                                 TCG
                                 TCG
                                 GCA
                                 TCG
                                 TCA
                                 CTG
                                 TTG
                                 TTA
                                 TCG
                                 CTG

                                    T

                                     Y
                                     AC
                                    TAA
                                    TAA
                                    TAG
                                    TAT
                                    TAT
                                    TAC
                                    TAC
                                    TAA
                                    TAC
                                    TAG
                                    TAG
                                    TAC
                                    TAA
                                    TAC
                                    TAA
                                    TAA
                                    AAA
                                    TAC
                                    TAC
                                    AAT
                                    TAG
                                    TAA
                                    TAC
                                    TAA

                                       G

                                        D
                                        AT
                                       GAT
                                       GAT
                                       GAT
                                       GAT
                                       GAT
                                       GAT
                                       GAG
                                       GAT
                                       GAT
                                       GAC
                                       GAT
                                       GAT
                                       GAC
                                       GAT
                                       GAG
                                       GAA
                                       GTC
                                       GAA
                                       GTG
                                       GAT
                                       CTC
                                       CTT
                                       GAA
                                       CTC

                                          T

                                           F
                                           TC
                                          TTC
                                          TTT
                                          TTT
                                          TTT
                                          TTT
                                          TTC
                                          CTC
                                          TTT
                                          TTC
                                          TTT
                                          TTT
                                          TGT
                                          TTT
                                          TTT
                                          TTT
                                          GTT
                                          TTC
                                          CGT
                                          TTT
                                          TTC
                                          TTG
                                          TCA
                                          GAT
                                          TCT

                                             T

                                              S
                                              CC
                                             TCC
                                             TCT
                                             TCT
                                             TCT
                                             TCT
                                             TCT
                                             TCT
                                             TCT
                                             TCC
                                             TCC
                                             TCT
                                             TCT
                                             TCT
                                             TCC
                                             TCC
                                             TCA
                                             TCC
                                             TCC
                                             TGT
                                             TCC
                                             AAC
                                             TTT
                                             TCG
                                             TTC

                                                A

                                                 N
                                                 AC
                                                AGT
                                                AGT
                                                AAC
                                                AAG
                                                AAT
                                                AGT
                                                AAT
                                                AAT
                                                AAT
                                                AGC
                                                AAT
                                                AAT
                                                AAC
                                                AGC
                                                AGT
                                                AGT
                                                AGT
                                                AAT
                                                AGC
                                                AAC
                                                AAT
                                                AAT
                                                AGT
                                                AAA

                                                   A

                                                    N
                                                    AT
                                                   AAT
                                                   AAT
                                                   AAA
                                                   ATC
                                                   AAT
                                                   AGC
                                                   AAT
                                                   AAC
                                                   AAC
                                                   AGT
                                                   AGT
                                                   AAT
                                                   AGA
                                                   AGC
                                                   AGG
                                                   AGA
                                                   AAA
                                                   AGA
                                                   AGA
                                                   AAA
                                                   AAT
                                                   AGA
                                                   AGC
                                                   CAC

                                                      C

                                                       L
                                                       TT
                                                      CTT
                                                      CTG
                                                      CTT
                                                      GTT
                                                      TCA
                                                      CCA
                                                      CCT
                                                      CCA
                                                      TTG
                                                      CTG
                                                      ACA
                                                      TCG
                                                      TCA
                                                      GTG
                                                      TGC
                                                      TTA
                                                      TTC
                                                      GTG
                                                      TTT
                                                      CCT
                                                      TTT
                                                      TTA
                                                      TTG
                                                      TGA

                                                         G

                                                          V
                                                          TA
                                                         GTA
                                                         GTA
                                                         GTA
                                                         GCT
                                                         GTC
                                                         AGC
                                                         AGC
                                                         GTT
                                                         GTG
                                                         GTA
                                                         GTA
                                                         GTG
                                                         GTG
                                                         GTC
                                                         GTC
                                                         GTT
                                                         GTC
                                                         GTT
                                                         GTA
                                                         GAA
                                                         GCC
                                                         GCT
                                                         GTT
                                                         CTT

A

 I
 TT
ATT
ATT
ACT
AAT
ATC
ATG
ATC
ACC
ATT
ATC
ATT
AGC
ATT
ACT
AAT
AGT
ATC
AAT
AGT
ACC
ATC
AAT
AGC
AAC

   C

    L
    TA
   CTA
   CTG
   TTG
   TTC
   TTA
   ATG
   CGC
   TTA
   TGG
   TTG
   CCA
   CTA
   TCG
   TGG
   TTA
   TGT
   TTG
   TTG
   TTG
   TTA
   TTA
   CTA
   TTG
   TGT

      A

       M
       TG
      ATG
      ATG
      ATG
      ATT
      ATG
      AGA
      ATG
      AAT
      ATA
      GCA
      ATA
      ATG
      ATT
      ATG
      ACG
      ATT
      ATG
      ATG
      ATT
      ACT
      AAC
      ATC
      ATT
      AGT

         G

          A
          CT
         GCT
         GAC
         CAT
         GAT
         GCT
         GCC
         GAT
         GAT
         TAT
         GCT
         GCT
         GAT
         GAT
         GCT
         GAA
         GCT
         GCC
         GCT
         GAT
         AAA
         AAA
         AAA
         GCA
         AAG

            T

             S
             CC
            TCC
            TCC
            TGT
            TGC
            TGC
            TCT
            TGC
            TGT
            TGC
            TCC
            TGA
            TCA
            TGG
            TCC
            TCC
            TGA
            TCT
            TCG
            TCC
            GAT
            TAA
            TAA
            TCG
            TTA

               T

                L
                TG
               TTG
               TTA
               TTA
               TTT
               TTG
               GTA
               TTA
               TCA
               TTG
               TTA
               TCA
               GTA
               GTG
               CAG
               GTG
               GGG
               TTG
               TCG
               TTG
               TCA
               TCA
               TTA
               TCA
               TCG

                  T

                   *
                   AA
                  TAA
                  TAA
                  TAA
                  AAA
                  TAA
                  TAT
                  TAT
                  TCA
                  TAT
                  TGA
                  TGG
                  TAT
                  TAA
                  TGC
                  TAG
                  AGA
                  TAT
                  AAT
                  TAT
                  TAT
                  TAA
                  TAA
                  AAT
                  GTG